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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 MRTGMFAFGLGLLSLRFLPALPPT........GWLLAMPVMALMLLPWRT....YPLAFFLLGLSWACVSAQSALDDRLS 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLLLPFRW....RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 PVLDGHTRWVEGRVVGLPQHTETGTRFELADGRS.RHARLPARIRVSWHG....................GPRVQSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 RVALTLKRPSGLLNFHGFDYEAWLLSQRIGATASVKDGERLAPA..............GHAWRDPVRQRLMAVNAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAAS............SGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 AAVAALVLGDGSGLAADDWQVLQDTGTVHLLVISGQHIGLLAGLIYALVAG.......LARYGCWP..RVLPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 AFAAALGYGLLAGFGVPVQRALVMVGLVLLWRLRFRHLGVWLPLLLALNAVLVLEPLASLQPGFWLSFAAVAVLVLAFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 R.......L.......GPWSVWQVWTRPQWLIAIGLFPVLLVLGLPISLSAPVANLFAVPWISLVVLPLALLGTVLLAVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEAS.FAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 WVGEGLLWLAGGALGWLFSGLA.LLAGQLPAWVAAEVPLGYWLVSVAGAVLLLLPKGVP...FRLLGWPMLLLAIFPPKE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLA.LIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 QVPHGQVAVVQLDVGQGQAVILRTRQHTLLYDAGPRSGTVD.QGARVVLPALKKLGVGALDMMVLSHAHADHAGGAVAVA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 RGLPVGRVIGGETEGL.......PAFLGTQACISGERWAWDGVLFELWQWP......GATSSNPKSCVLQVQANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 TGDIDRAAEQAFIGS..PLATRTDWLQAPHHGSRSSSSEAFVQRLAPGAVLISRGRGNAFGHPHPQVMARYQAMGSRVYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1027324 AB4P94 RS18955 WP 395606872.1 SAEHGAVRLQLGT..FRPPEVARSQRRFWREALPLSSVARGQGP..... 751
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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