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NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 MLIELSIKHFAIIDELTIPFEKGLTVLTGETGAGKSIIIDAIGLLLGGRGSAEFVRHGEKRAEIEGLFSIERRHPIVKKA 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !! !!!!!*!!!!*!!!**!!*!!!!!!!!!!!!!!!!!!!! !!*!!!!! !!!!*!! *!!*!!!! *! !!** *
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NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 IELGIDVQDDMFVLRRDITAQGKSICRVNGKLVTLGILREIGSALVDIHGQHEHQALLQAEHHLGMLDSYAKVPLGNTMT 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus ! !!!! !*! !*!!!!* !!!*!!!!!!!!!** !!!!! !*!!!!!!**! !* !*!! *!! *! ** *
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NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 EYKQLYERANQLEKQVKHLSHNEQEMAQRIDLLTYQLNEINEAKLEPDEDRSLAEERFKLANSEKLFQSLKDSYANLYGD 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus ! ! ! ! ! *!*!!* !!!!!*!*!!* *!! !! !!!!* !! ! !!! * ! !!** !! ! ! *
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MRDNMQLVDESLVEFDPENRLDNFYI EATRLNDE IKQLQLKRKYGAEDTV
NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 GKGLDYLMNAMMHLEEAASVDKNLQSLHETISSCYYVIEESTYAIRDQVDSVEFDPNRLDFIEARLNDIQLLKRKYGEDV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!** ! *!!* * *! **!**! *!!**!* !* *! *! *!!!! !! *!! !!!*! !!!!!! !
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NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 EEILEYASKIEEELDTILHKDDRVLQLQKELDMAWRDLYVEAKAITNIRKKAAEKLTKAIHKELKALYMEKTVMEIRIED 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !*!!!!!!!!!!!*! ! **! ** ! !!!! *!* !!! ***!!! ! !! !!*!!! !!!!!* *
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D
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NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 RT..PTKNSPMIDGKSVSFGLDGIDQVEFYISTNPGEPMKPLSKTASGGEVSRIMLALKSIFQSHQQITSVIFDEVDTGV 478
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus !!*** !** ! *! !!! ! ! !!!!*!!!*!*!!! !!!!!*!!*!!!*!!!! !*! *!!*!!!!!!!!!

logo SGRVAQAIAEKR IHKS IVAS IVGSQVLC ITHLPQVAAMADTHLYIAKEFELKDSDGRTVKTTRSVKTPLESKVDQEQKVADE I
L
A
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NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 SGRVAQAIAERIHSIAVGSQVLCITHLPQVAAMADTHLYIAKFEKSDRVKTSVTPLEVDQKVDELARMISGVEVTDLTKQ 558
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!*!! * *!!!!!!!!!!!!!!!!!!!!!!!!! ! ! ! ! !! !! !**!!! !!!!!!!!!



logo HAKELLEKLQADEQLVKETPTGV
NTDB id 1027095 AB3N04 RS17285 WP 368503862.1 HAKELLELAEQLKEPV 574
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!! !*!*! *
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