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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
NTDB id 1027080 AB3N04 RS11540 WP 047972680.1 .MLNRVVLVGRLTKDPELRYTPSGVAVANFTLAVNRAFSNQQGER..EADFINCVVWRKPAENVANYLKKGSLAGVDGRI 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYEEG.......Y..GQSQEAYQRPAQQSRQPASDAPS 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYDEG.......Y..GQSQEAYQRPAQQSRQPAPDAPS 145
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQ.......SGFTSPQQTGNAPAAN... 147
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAA.....D....................................... 113
NTDB id 1027080 AB3N04 RS11540 WP 047972680.1 QTRSYDNNEGRRVFITEVVAESVQFLEPKGSNQGQ.....GNAFPSGGSP....TGGN....D.YSRQNQQPNRQSG... 140
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSG.....SGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGN... 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 NTQADPF......ANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ............................. 113
NTDB id 1027080 AB3N04 RS11540 WP 047972680.1 GFNDDPF......ANDGKPIDISDDDLPF 163
NTDB id 113 BSU 40900 NP 391970.1 SFNDDPF......ANDGKPIDISDDDLPF 172
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