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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 MLKPKARWKIQEQDDNKVESLVKELGVDVLVAQLLINRGIDTPEAAKTFLNSEEMTYHDPYLLSGMKEAITRINEAITNQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! !! *! !! !! !** *!!! !!* !! !!*! !* !!** * **!!* * !!!!! !! !!**!
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 EKILIFGDYDADGVSSTSVMIYTLKELGAIFDYYIPNRFTEGYGPNEPALRRAKEEGYTLVVTVDTGISAVHEANVAREI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!*!!!!!!!!*!!!!!**!! ! ! !*!!! !! !!!!!!!*! ! !! !**!**!!!!!! !!!!! !!*!*
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 GLDFIVTDHHEAPPTLPDAYAIVNPKKPGCTYPFKGLAGVGVAFKVAQALLGRIPKELLDIVVIGTIADLVPLVDENRLM 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!! !*!!!!!**! !!! !!!*!! !!!!!!!! !!!!!!!!!*!*!!!! *! !!!!* !!!!!!!!!!*!!!!!*
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 AKEGLRALQSTSKPGLRALMKVCGVGQDALNGDHVGFGIGPRINAAGRLDSADPAVELMITNDSSEAEHLAAEIDALNKQ 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! ! ! **!!* !*!**! ! **!!! **!!*!! !!** !!!!!*!*** !! !!!*!!!!!! !!!
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 RQSIVNAITEEAVEIVETTYPPSENDVLIIAKPGWNAGVIGIVASRLVERFYRPTIVLSIDEEKGLAKGSARSIEGFDMF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *!*!!*!*!! ** ** ***!!*!!!*!!*!!!!!*!!*!!!!! !!! !!!!!!*!!!!!!!! !! *!
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 SELSKSRDILPHFGGHPMAAGLTMKEADLDLLRERLNEQAKEVLTEEDFKPLTKIDLATSVDHISLSVIKQLEALAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! *!!!!!!!!!!!!!!!*!*! !** !! !!!! ! !!!!!! !* *!! * !**!** ! * ! !!!*
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 SNPTPKVMIENVHIDQMRRIGSEANHLKISFAQNGASLDGIGFHLGHLHDEISQTAKLSAIGTLSINEWNGHVKPQMMLE 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !! !*!**!! *** *!*!! !*!** * !!**!!* !*!** ! * **! *! *!!!!!! * !!!*!*
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 DLAVNEWQLFDWRSIQQKRLDDRLLEIPVERRIIISFQEESANQLGLHCEDIRKAEEVFHA.....TGLFEDKYVILLDV 635
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKR..TWEDTVSALPSAKRAIVSFKEDSTTLLQ..TEDLRREVHVISSKDQAKAFDLDGAYIVLLDP 634
consensus ! !! !!!!!! ! ** *! * *! *! !*!! !*! ! ***!!*!* *! * ***** * !**!!!*
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 PNTRDELSRLFTGQGTPSRVYTIFHQQEDSFFTTNPNRDQFKWFYAFLLKRKTFDLKKHGLDLAKHKGWSKHTIDFMSQV 715
NTDB id 354 BSU 27620 NP 390640.1 PPSLDMLARLLEGK.APERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKV 713
consensus !** ! ! !! ! * ! !*! !!***!!*! *! ! !!*!!!*!!!!!!! !!*!!!! *!!!!!!!! *!! !!* !
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NTDB id 1027071 AB3N04 RS07480 WP 368505470.1 FLELGFVTIDNGILALSDSPEKKGLDESKSYLRKQEQAKIENQFVYSSYEELKQWFNRVILPTEIDERQIKETV 789
NTDB id 354 BSU 27620 NP 390640.1 FFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus ! *!!!! !*!!*! * * !* ! *! *! !! *** !!! !!!! ! !*** * * !*
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