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NTDB id 1027001 AB3469 RS15005 WP 396329105.1 MFSFFKRFKKTQESDSAESQLADAPQPDETLEA........PEAPAPEAPPAPAQPAA.......PAVVMT..VTPTNDG 63
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1027001 AB3469 RS15005 WP 396329105.1 S.............DEVVEAVEI.VPPPTQDATAKKSWLARLKTGLAKTG....SSITGVFVNTKIDEDLYEELETALLM 125
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1027001 AB3469 RS15005 WP 396329105.1 SDAGVDATEYLLGALREKVRVGRLTDPQQVKSALHDLLVELLAPLEKSLMLGR.AQPLVMMITGVNGAGKTTSIGKLAKH 204
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 1027001 AB3469 RS15005 WP 396329105.1 LQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEEL 284
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1027001 AB3469 RS15005 WP 396329105.1 KKVKRVISKAHDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 364
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 1027001 AB3469 RS15005 WP 396329105.1 EDLQPFSAAEFADALLD 381
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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