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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1026999 AB3469 RS14840 WP 396329092.1 ..MASVNKVILVGNLGADPEVRYLPSGDAVANIRLATTDRYKDKASGDFKEMTEWHRVAFFGRLAEIVSEYLKKGSSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYD.EGYGQ................SQEAYQRPAQQ 135
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYE.EGYGQ................SQEAYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPA.........QTNYNQGGYSDNYAQ 145
NTDB id 1026999 AB3469 RS14840 WP 396329092.1 EGRIRTRKWQGQDGQDRYSTEIVAD....QMQMLGGRGAGGGGGGGDEGGYGGGYGGGGGGRGGEQAERGGGGGGRAGGA 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA..QGGMN..............VPAQQGSWGQPQQP 144
consensus !!****!!*!***!**!******** **!!**! ****** * !*** **** *****

logo

A
N
P
S
K
N
R
G
N
Q
F
G
H
P
N
Q
A
S
G
P
M
D
G
G
N
Q
A
A
P
Q

T
S
A
H
R
PQEAPQAAPAQSPAQRKYRPSQAQPAPVQPYAEGNAEGPAGPFMPVMDEENDMFIDDDIPF

NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATR....PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1026999 AB3469 RS14840 WP 396329092.1 PRGGAGGGQSR......PSA....PAGGGFDEMDDDIPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQHQPMQQSA......PQQYSQPQYNEPPMDFDDDIPF 177
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