
logo MI
K
R
N
Q
R
S
H
K

G
V
I
F
L
I
A
S
R
R
I
Q
I
F
L
G
I
S
V
I
L
M

A
S
I
G
T
A
L
S

G
L
VAYA

I
S
A
L
M
I
F
L
S
M
A
L
M
S
Q
V
P
A
V
Y
A
L
S
L
Q
K
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
K
I
T
K
T
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
I
T
V
R
E
L
I
D
K
R
F
L
V
S
M
QFDSNESKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
L
T
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGTDQNSMQGKQI

L
G
A
K
P

SDKT
Q

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILIS..ASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILIS..ASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 MIRILSIIGVSLG.IAMLSPVLQAANLKTLDVAALPGDRIELKLSFDSPVP.APRGYTTEQPARIALDLPGVTSQLA..T 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALL.AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus ! ** * ** * *** *** ** * ** ********** ! *** ! ** ***! !**!!* * * *

logo

S
K
L
N
S
K
T

K
R
I
D
E
P
S
T

I
L
V
G
S
T
A
Q

A
V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVTVNDI

V
S
T
V
E
Q
A
S
A
V
D
K
Q
G
D
K
Q
DRASTVRAVLVTI ILVENMLDTKRTDTALSSVGPASFYSTSGTSRTVAEGSNI

N
T
V

L
Y
F
F
S
I
V
LKVLVIGNQGNSGISAKAPSQSANTAGTDSLNAQSFSVEASNQSPTKASEPTAVKMAGSTPRATVKAPALVASPYTVAPAQP I

S
A
K
F
A
P
I
K
R
T
N
P

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.V..............FITN 143
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.V..............FITN 143
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA.............TPVAT........ 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN.............KPLPV........ 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN.............KPLPV........ 136
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 KSRDLGAGNARSVVVVQAQDRTRVIINMTTLSPYSSRVEGNNLFVVVGQGAAAAQSSQPSTAMGTPRVAVPTPAPSAARP 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASP.APASYAQPIKPKP 155
consensus * *** * * !* ** *!*!***** ******!* * **** **

logo

S
Q
V
Y

A
S
V
V
P
N
A
P
A
G
Q

Q
V
K
P

K
R
H
Q
A
E
G
V
I
G
K
R
S

R
NIGDFRQGR I

G
A
S
E
L
K
Q
Q
G
G
EGNRLVLVVIDVLQLSSDGPSTTGNLITSP I

P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVLIVDNRTFPAILKNGI

TQKLIPDELTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINSTDSMASTQYATQNQSEDSKGSDGK
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGK 223
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGK 223
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGS 216
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKG 215
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKG 215
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 YVPAGVKAIRNIDFQRGELGEGNVVIDLSSPGISPDIQEQGGKIRIDFAKTQLPEPLRVRLDVKDFATPVQFVSATTSGD 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YVPAG.RAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSD 234
consensus * ** ****!*!**** **! !**!** * ***!****! **** ** ***! ! *!*** !!**!!* * * ***

logo

N
R
V
K
A
T
V
G
R
S
V
M
I
S
TI ELQPSTKSGLDSFYDGEHYLSFMVAYQTVADNEKNRQKFLMTVIDS ILVRFKRPMLPQTNTADNKEDEALVINDEVRLQRTNARSASLKAKLYNDKNTKFPQANVFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NGVISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSV 295
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 KASISIEPSGSFDYSAYQTENKLTISVRPLTNEDLDRRAADKPVYTGEKLSLNFQDIDVRSVLQLIADFTNLNLVASDTV 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
consensus ** **! **!******!! ************ *** * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!



logo QGGDNITLHRLNQKNDI
VPWDQALDLIVI LTKTQKNGLDKRKRLVKNGSNVLMIWLVIDATPAKVSDASE I

M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

L
V
Q
K
Q
A
T
Q
S
I
A
S
T
E
V

E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKAGADI EMAGVK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEK 375
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 QGGITLRLQNVPWDQALDLVLKTKGLDKRKVGSVLLVAPADEIAARERQELESLKQISELAPLRRELLQVNYAKAADIAK 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
consensus !!*!!!*!***!!!!!!!**!*!**!!!!* !*!***** *** * !******* ** *!*!*********!!!!*!!*

logo LFIKQTDSQKVGRQSTSNDSVNGSGTNQSGNLSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVENGGTSKLAELDGSEGDPRGKSTI STLQVDEPADRTNNSTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI
L
M
V
I
K
S
D
L
QLDVIQPVRK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVK 446
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 LFQSVTSV.............................ESKADERGSITVDERTNNIIAYQTQDRLDELRRIVSQLDIPVR 447
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVR 448
consensus !* * **** !!*!**!*!!!******** *****!*** *!!**!*

logo QVLMVI EAR IVREVANSTKVTGDSYFDTSQKASDEMILG I
V
K
RWGGVIATSLKYRSVPQHTGKSHINGTQNLWNNSTGNTYLGLKLEVDGDAGSNGIEDGLTEIATAKRLDGWETNLDTARNEGMPDNKCSKGNDPE I

T
A
TP
G
S
A
G
C
G
N
Y

K
T
V

F
V
Y
P
T
T
L
I
TG
S
D
T
L
S
E
K
S
R
A
S
E
P
N
P
R
D
S
T
R
N
P
L
F
N
L
VDLAGAAV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTH..LSGTLEGANELARGT.A........PANVVPL.....ERRLNLDLAAA 496
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTH..LSGTLEGANELARGT.A........PANVVPL.....ERRLNLDLAAV 496
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTYTI...ERPDNLNVDLG.. 516
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI...ERPDNLNVDLG.. 529
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI...ERPDNLNVDLG.. 529
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 QVMIEARIVEANVDYDKALGVRWGGTKVGSGNWNTYGLDDNGDEAGN.TG...............SDLSANTPFVDLG.. 509
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVMIEARIVEANVGYDKSLGVRWGGAY.HKGNWSGYGKDGNIGIKDE.DGMNCGPIAGSCTFPTTGTSKSPSPFVDLG.. 524
consensus !!**!!!!!*** *****!**!!* * * * ****** * * * * * ***!!*

logo

PLTAG
V
G
K
T
A
S

D
G
N
T
T
A
P
G
AS
T
A
G
V
S
S
GIGAI

L
F
A
G
F
K
L
V
L
I SLMN

T

N
D
S
D
N
T
F
I
I
L
MLDLQELSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSESATSTNSSAGAGSTATSATVTASFK
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFK 572
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFK 572
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...VTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFK 593
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFK 605
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFK 605
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 ...AGGA.TSGIGIAFV.TNNTLLDLELSAMEKTGNGEIVSQPKVVTSDKETAKILKGTEIPYQESSSSGA...TTVSFK 581
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...AKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFK 596
consensus * * * *!*** * * *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*! ****!!



logo

D
K
EAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLQYANQMTALQVFPLNGEVALPAPI LIKINTKKNTNEVIQNATKNI

VLVSDNDNGQETVI IV I
LGGI

V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
E
N
T
R
K
I
VPFLFGED

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGE 651
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGE 651
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGD 672
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGD 684
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGD 684
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 EASLSLEVTPQITPDNRIIMEVKVTKDEPDYLNAVLGVPPIKKNEVNAKVLVSDGETIVIGGVFSNTQSKVVEKVPFLGD 661
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGE 676
consensus *!*!!! !!!*!!!!**!**** ***!** ** *!** **********!!**!*!***!!** ** * * **!!*!*

logo

V
I
LPYVLVGI

RLFKSRNRKTRDAQTVI
V
K
T
S
E
L
D
R
A
D
K

N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1026901 AB3467 RS01905 WP 025258136.1 VPYLGRLFRRDTVSEAKSELLVFLTPRIMNNQAIAVSR......... 699
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus *!**!*!!*** *** **!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


