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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKK..EVPLGVAADANKLGTIALKP.DPADGTADITLTFTMGGAGPKNKGKIITLT............RTAADGLWKCT 136
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........FTAATSSVCATYSIDA.F.TETDGAGKITCT.LKGN..PKIATKIVELT............RS.TDGAWTCV 124
NTDB id 1026722 ABZP26 RS14205 WP 368485085.1 ........FIGQTANGGTYCTI...G.IT..GSTAIECT.MKNSNAGKINGKTLTLN............RS.VDGVWTCA 128
NTDB id 1197 PSJM300 03940 AFN76866.1 ........YIGITDS.TSYCDV...D.LDTAADGHIECT.AKGGNAGKFDGKTITLN............RT.ADGEWSCA 126
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NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPN..VASI...AIGA..NGVITITY.T....AAAGGGTIVMTPTL.........QANGDVTWTCT 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPN..VQSI...AIGA..NGVITITY.T....AAAGGGTIIMTPTL.........QANGDVTWTCT 121
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