
logo

MM
QQEHPQDQQSLAKLDEEGERPTFYI

LKGTVCVLNATVI FYHNDEETNTLYTVLVKR I
V
K
RVETETNSEAAIAEDEEKAEVSVVTGYFPARLNQEEGDETVYI

TFYGKQFIRVQTHPKRFGLR
NTDB id 1026532 AB4J90 RS14185 WP 008881020.1 .MQEQQSLALDGRTFIKGVCLAVIFHNEETLYTVVRIRVEETNEAAAEEEVVVTGYFPRLNEGDVYIFYGQFRQHPRFGR 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus * !** ! !* ***!! * !!*!!* !!!!****! !! !! * ! !!!!!! !*! * ! !!! !!*!!

logo QFYAQAEHQFKRKEQI
LPNTTKEGI

V IDQYLSSDGLFEKGIGKKTAETAE IVDKAKLGDENSAIANAKI LARDAPGSAVLEYDRVPKRLSTKKQKADKQTLAYEGATLCQARHEQG
NTDB id 1026532 AB4J90 RS14185 WP 008881020.1 QYAAEQFRKQLPNTKEGVIDYLSSGLFKGIGKKTATAIVDALGENAIAAILRDPGALERVPKLTKQKAKQLYETLCAHEG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !* !!*!*! *! !!!!*! !!!! !! !!!!!!! !! !!* !! !! !* ! !!*!*! !! ! !* ! !

logo LEQI
TMIASLANQFLGFGPQLASMKIYQAVYEGESETLMDE I

KIHQENPYKQLVEKDI
VEGIGFGKRADELGRSQRLMGI

LSGNSHPAERLVKRAACI LFYTVLEQTAT
NTDB id 1026532 AB4J90 RS14185 WP 008881020.1 LEQTMIALAQLGFGPQLAMKIYQVYGEETMDIIHENPYKLVEDIEGIGFGRADELGRQLGISGSHPARLRAACLFVLEQA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!! !! ! ! !!!!!! !!!!! ! !!** !*!!!! !! !*!!!!!!*!!!!! *!*!! !! !**!!*!* !!

logo CLQSEGHTVYI
M
E
K
K
TEEQL IV I

S
D
R
I
T
G
Q
E
SLLGNGQRSASNREGGQAR I

V
D
T
E
G
M
Q
A
D
A
I
A
E
N
Q
A
T
I
L
I
L
A
MLGSEENGKDKI

M
I
V
A
I EDQGRCYYFLPSLFYFYAEKQGNI

VAKSNR I
V
K
R
H
R
I
L
A
L
G
SQT

NTDB id 1026532 AB4J90 RS14185 WP 008881020.1 CLQEGHVYMKKEELVSRIGELLGGRSNG..AVDGQAIEQTLLMLSEEGKMIAEQGRYYLPSLYFAEKGIASNIRRLLGQT 317
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NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! ! !!!!!!!!!! *!! * !!! ! *! ********!! ! * ***!!!!!!! *!!*!!! *

X non conserved

X similar

X ≥ 50% conserved


