
logo MTFLKS ITQE IA IV IV I FALFGLMFYLYHLPLEAYLLALGVI LLLLL I F IG IKYLSFVKTI SQQQQI ENLENTALYQLKNE
NTDB id 1026230 AB3433 RS11060 WP 000143417.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLENALYQLKNE 80
NTDB id 8 SA RS13860 WP 000143425.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLETALYQLKNE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo QI EYKNDVESYFLTWVHQMKTP ITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDI SVTKI S INNI IR
NTDB id 1026230 AB3433 RS11060 WP 000143417.1 QIEYKNDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIR 160
NTDB id 8 SA RS13860 WP 000143425.1 QIEYKNDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIR 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo P I IMKYS IQF IDQKTKIHYEPCHHEVLTDVRWTSLLMI EQL INNALKYARGKDIW I EFDEQSNQLHYVKDNGIG I SEADLPK
NTDB id 1026230 AB3433 RS11060 WP 000143417.1 PIIMKYSIQFIDQKTKIHYEPCHHEVLTDVRWTSLLIEQLINNALKYARGKDIWIEFDEQSNQLYVKDNGIGISEADLPK 240
NTDB id 8 SA RS13860 WP 000143425.1 PIIMKYSIQFIDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLHVKDNGIGISEADLPK 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo I FDKGYSGYNGQRQSNSSGIGLF IVKQI STHTNHPVSVVSKQNEGTTFTIQFPDE
NTDB id 1026230 AB3433 RS11060 WP 000143417.1 IFDKGYSGYNGQRQSNSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE 295
NTDB id 8 SA RS13860 WP 000143425.1 IFDKGYSGYNGQRQSNSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE 295
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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