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LR ICELAR At R e LD R

MKQUIGYLRQSTMKQQSLAAQKQENIEA AJRKHEBIIQBIINFYSDKQSGRIWDRREIGYRIQ T LIQQGQCD LCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN

L A AN

LKNALKLMSKLCQNYHVHILSVHDGYFDMDNAFDRIJKLNIFISLAELESDNIGEQV NG [NEKAKQG IMITTHAPFGYJYYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH

17 o TORANEAY WK G R YARM Y N ol AT

NGEYFIAI [Ny PTVKAVENYY JSGBIGYKKIAQIMLEIAD gy INR[NPYQVRNII NPNYCGRVIINQYGQ NMFP IVST I
NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI

N TR R e

YE AQI3®R QK[N] K[NgysS NQLKQKIKCP{C TLTNMT RKKWHTLRYYVCPIUNMNASRFVC FKGINAQELEDYV LN
YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT,

YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT

COFEERYSH T AR e e | LA A TERERTCD LAt 53 S e
CRDF QNQI Y KIJAINISR KRQR IES BITLYWNEQLIEKLAQEBIIDAETFREQTQSLRQQIJAN SINE:QI[N i
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ

TP T

NITIQMRFTLNALYPYTI pyIjII K KNLIGIYFKNEPLNIVEQTM [§S IEN 449
NIIQQRFTLNMLYPYIDEINSKNKSLAGIYFKNEPLNIVKQTMELSIYV| 449
NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

320
320
320

400
400
400



