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1029 TT RS02230 WP 011228203.1 D AIF RQLATM

1402 DSB67 RS12670 WP 010643257.1 DITIFTRQ ATM

1169 A1552VC RS11075 WP 000648511.1 DITIMTRQLATM

1113 AAA85695.1 219..1451( ) DIT FTRQL TM LSRAFSNHPKYFDRFYCNLVIAGE
AGE

1112 NGFG RS09215 WP 003689811.1 DIT FTRQL TM IRSRENE SN HIZKNRNR FPEGIIRY A
1252 GCO85 RSO7730 WP 011213805.1 DIT F RQLATM

1016 ACIAD RS01680 WP 004920476.1 DIRIFTRQLATM

1059 ABD1 RS01610 WP 000279215.1 DITIFTRQLATM

1024947 AB3W23 RS26030 WP 003094649.1
1198 PSJM300 03950 AFN76868.1
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1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.1

1113 AAA85695.1 219..1451( ) I IMVAIG

1112 NGFG RS09215 WP 003689811.1 I IMVAIG

1252 GCO85 RSO7730 WP 011213805.1 ATYKEKIEI

1016 ACIAD RS01680 WP 004920476.1 V INNJFGA LPAFTQ
1059 ABD1 RS01610 WP 000279215.1 I INIFGA LPAFTQ
1024947 AB3W23 RS26030 WP 003094649.1 I\ LLTI VVPQRF[S FINGFGAELPAF T
1198 PSJM300 03950 AFN76868.1 I\ LLI VVP[F[] IWIFGAELPAFTIH
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NTDB id 1029 TT RS02230 WP 011228203.1 P L LAVlLF .

NTDB id 1402 DSB67 RS12670 WP 010643257.1 FRGESEFVSL ISGKIMSQDS LLAARISSI®

NTDB id 1169 A1552VC RS11075 WP 000648511.1 AT I PI ¢

NTDB id 1113 AAA85695.1 219..1451( ) L A GEAI LKL PIRGDI IR AAGVPLVDELDSTAGAEIGN

NTDB id 1112 NGFG RS09215 WP 003689811.1 L A GIgAT LKL IRGDI IAFAAGVPLVDYLDSTAGAJAGN

NTDB id 1252 GC085 RS07730 WP 011213805.1 A ¢ FY LP GEILKAIARF RTL lTFAAG PLV ALSAGATGN

NTDB id 1016 ACIAD RS01680 WP 004920476.1 G AT\ FIRA LPI GD |[KAMIAR SRTLATTFAAGVPL DALISTAGATRNE YE

NTDB id 1059 ABD1 RS01610 WP 000279215.1 A G A ISR SISKE RN " D LL LPIGD MKAINIAR SRTLATTFAAGVPL DAL STAGATNN

NTDB id 1024947 AB3W23 RS26030 WP 003094649.1 L G AlY LLNHYKEDAT L LPI GILK I\ AR RTL TTFAAGVPLV ALDS)| GATGN

NTDB id 1198 PSJM300 03950 AFN76868.1 P GDILMK B ARF RTL TTFAAGVPLVDALDSWAGATGN
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NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1 QMVIIGEESGELDDMLK AYEEVDNIVDL&

NTDB id 1169 A1552VC RS11075 WP 000648511.1 QMVEITIGEESG[LDDMLIKV ApeY EIAE VD Nj§VDRJL

NTDB id 1113 AAA85695.1 219..1451( ) QMY IGEESG LDDMLNKIAIXFYEBEVDNAV{GANIL. A MEP I

NTDB id 1112 NGFG RS09215 WP 003689811.1 QM IGEESG LDDMLNKEVAIRXEYEBEVDNAV[EIL. A MEP I

NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL MLKVAFYEEV NAVDJL EP I

NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLIyKVAN YEEVDAVDLT MEPLI

NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDEMLKVAW YENEVDNAVDELT MEPLI

NTDB id 1024947 AB3W23 RS26030 WP 003094649.1 QMUWATIGEESGALDDMLINKVA[FYERNEVDNAVDRYYLTA MEP I

NTDB id 1198 PSJM300 03950 AFN76868.1 QMWATGEESGALD MLBKVAWEFYEBEVDNEIVDELTA MEP I
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NTDB id 1029 TT RS02230 WP 011228203.1 e MR AGUERRARY KT GTRSVQ 406

NTDB id 1402 DSB67 RS12670 WP 010643257.1 407

NTDB id 1169 A1552VC RS11075 WP 000648511.1 .. 408

NTDB id 1113 AAA85695.1 219..1451( ) AMYLP F LGNVV K3 410

NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYLP F LGNVV B 410

NTDB id 1252 GC085 RS07730 WP 011213805.1 AMYLPIFHLGSRAVERE 406

NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF 408

NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF 408

NTDB id 1024947 AB3W23 RS26030 WP 003094649.1 AMYLPIF 406

NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF 405
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