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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NG..DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1024940 AB3W23 RS14490 WP 023657543.1 ..MRGVNKVILVGNVGGDPETRYMPNGNAVTNITLATSETWKDKQTGQQQERAEFHRVVFFGRLAEIAGEYLRKGSQVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus *!*!***! ** !***!****! !! * **!***** ** ! ****** * *****!!*******!!* !**

logo

D
EGKQSR I

L
K
R
Q
S
TRNKW

Y
E
Q
N
D
G
K
Q
N
Q
S
DGI

Q
R
E
D
V
RTYSVATYTDE I

V
I
Q
V
G
A
V
Q
N
D
GM
Y
H
NGI

N
Q
V
E

F
L
M
S
K
Q
L
MLDEGSGKRAPSTNQSTVEGQTNDEGSDQGRGFMQAGDAGPGAYDENQSGEQNGFMSYNGSWQSNQAVPAQSNTGNSYNQQSEGSAGFWYGSTQDQSRNPYAQAQTQGSNRAQQPNQAAKNPS

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVD....NFSLLESRTTTEQRQGDGASQNFNSNQ...SNGSQQSGFTSPQQTGNAPAA 146
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGA..PYEEGYGQSQ.........EAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGA..PYDEGYGQSQ.........EAYQRPAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.F..GGNQGSGWNQAPAQTNYNQGGYSDNYA....QNN 147
NTDB id 1024940 AB3W23 RS14490 WP 023657543.1 EGSLRTRKWQGQDGQDRYTTEVIVD.MHGQMQMLGGKPVNDQ.A..A...............................QS 123
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.M..PAQGGM..N.VPA....QQGSWGQPQQ....PAK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 N.....N....TQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1024940 AB3W23 RS14490 WP 023657543.1 R..QSPQQQSAPQQ..RPQVAQANDSFDDDIPF 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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