
logo MS
PEKLVEVKNDLVE I SFGEGKSRKKFVAVKHNANFF INKGETFSLVGESGSGKTTIGRAI IGLNDTSSNGE IVIYFDGKVKINGHKYKLSKHS

NTDB id 1024853 ABW635 RS02245 WP 003100865.1 MSEKLVEVKDLEISFGEGKKKFVAVKNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSSGEIVYDGKVINGKKSKS 80
NTDB id 479 HSISS4 RS06980 WP 021143812.1 MPEKLVEVKDVEISFGEGSKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGHLSHS 80
NTDB id 328 STU RS16110 WP 002951426.1 MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS 80
NTDB id 296 STER RS06910 WP 011681415.1 MPEKLVEVKNVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS 80
consensus !*!!!!!!!**!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!**!!!*!!!**!*!

logo EAKNEDL IRKR IQMI FQDPAASLNERATVDYI ILSEGLHYNFNHLFYKNDEAEDERQKEAKIKKNEMIMITKEVGLLAEEHLTRYPHEFSGGQRQRIG
NTDB id 1024853 ABW635 RS02245 WP 003100865.1 EANELIRKIQMIFQDPAASLNERATVDYIISEGLYNFNLFKNEAERQEKIKNMMTEVGLLAEHLTRYPHEFSGGQRQRIG 160
NTDB id 479 HSISS4 RS06980 WP 021143812.1 EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLHNFHLYKDEEDRKAKIKKIIKEVGLLEEHLTRYPHEFSGGQRQRIG 160
NTDB id 328 STU RS16110 WP 002951426.1 EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG 160
NTDB id 296 STER RS06910 WP 011681415.1 EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG 160
consensus !*!*!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!*!!*!*!*!**!**!!!****!!!!!*!!!!!!!!!!!!!!!!!!!

logo IARASLVMDQPEDFL IV IADEP I SALDVSVRAQVLNLLKKMFQKEKLNGLTYLF IAHDLSVVRF I SDR IAVIHYKGVTIVEVAETEELFYI
N

NTDB id 1024853 ABW635 RS02245 WP 003100865.1 IARALVMDPEFIIADEPISALDVSVRAQVLNLLKKMQKEKNLTYLFIAHDLSVVRFISDRIAVIHKGVIVEVAETEELFI 240
NTDB id 479 HSISS4 RS06980 WP 021143812.1 IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN 240
NTDB id 328 STU RS16110 WP 002951426.1 IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN 240
NTDB id 296 STER RS06910 WP 011681415.1 IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN 240
consensus !!!*!!!*!***!!!!!!!!!!!!!!!!!!!!!!!*!!!**!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!**

logo NP IHPYTKSLLSAVP IPDP I LERQKKKVLVKVYSDVPDNQHDYSVDEKPEMVE I
V
K
RPGHFVWAGNKATEVI EETYKRRKDELQSK

NTDB id 1024853 ABW635 RS02245 WP 003100865.1 NPIHPYTKSLLSAVPIPDPILERQKKLVVYSVDQHDYSVDEPEMVEIKPGHFVWANKTEVEEYKRDL.. 307
NTDB id 479 HSISS4 RS06980 WP 021143812.1 NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
NTDB id 328 STU RS16110 WP 002951426.1 NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
NTDB id 296 STER RS06910 WP 011681415.1 NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
consensus !!!!!!!!!!!!!!!!!!!!!!!*!*!*!!***!!!!!!!*!!!!!**!!!!!!*!!*!*!*!******
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