
logo MKKGSKWLAVLAGVTAI
LLGSVSGAVLAACGSNSNKSNSKASTKSGSTTYSGYVYNTSSDPDESTLDYLIVTSGNRTSGSPTTKETSAIVTVQTQNGI

VDGLMEYADRKFYGNVL IVPS
NTDB id 1024849 ABW635 RS02225 WP 003100861.1 MKKGKWLAVAGVTILSVSALAACGNNSSKASKGSTYSYVYTSDPDTLDYLVSGRSSTTEITQQGIDGLMEYDRFGNVIPS 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSS..TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
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VKWYTASDEGEEYADNVTAKDFVATGI
LKHAADGKSNKSADGAGI

LYL IVQDS IKAGLSDYVLSGAKTNKDFSQNVG
NTDB id 1024849 ABW635 RS02225 WP 003100861.1 LAKDWTVSKDGLTYTYKLRDDVKWYTADGEEYANVTAKDFVAGIKHAADKNSDALYLIQDSIKGLSDYVSGKNKDFSQVG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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logo VKAVIDEKDHYTI
LQYTLNKKQPESPYWNSKLTTYGSVLLASFPVNAEEDFLKSNQKGKNDFGKASSTDAPGTS I LYNGPF IL ILTKASLTSAKSS I EFLTVKNDENHYWD

NTDB id 1024849 ABW635 RS02225 WP 003100861.1 VKAVDKHTIQYTLNQPESYWNSKLTYGVLAPVNAEFLKSQGKNFGKASDAGSILYNGPFIITALTSKSSIEFVKNDHYWD 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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logo KKNVNHVFDAVIQKFLTSYYDGQSDQDESALEFVRNGFDTDGAYNSLVFARLVYFPTTSPSSNYKSATSAVKEKKYGKEDSNI FTYYGTQAQPNGSATSTYSYAAITGFVINI
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NTDB id 1024849 ABW635 RS02225 WP 003100861.1 KKNVNVDAVQLTYYDGQDQESLFRNFDDGAYSVARLFPTTPSYKTAKKKYGESITYGQQNSTTYYATFNLNRTAYKHTKK 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
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LLNKDFRQSALITNFGAFIDRMTKSAYQASQMSIANGQKDAGAANTKLGSALVRNVLLF IVPPSTDFVQS IANGGDEKDTFGKDTLVETKEDKLMSASYGEDQEWKSGI
V

NTDB id 1024849 ABW635 RS02225 WP 003100861.1 TDDKQKDDTKKAILNKDFRQALTFGFDRMSYQAQSAGQDAANKSLRNVLIPPTFVQINGEDFGKTVEKDLSAYGEQWKGI 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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NTDB id 1024849 ABW635 RS02225 WP 003100861.1 NLADAQDGLYNPEKAKAQIAKAKTELEAQGVQFPIHIDFPQDQTATVLMQQAQSMKQSIEATLGKENVVIDILEVPTDTY 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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NTDB id 1024849 ABW635 RS02225 WP 003100861.1 NNISYLAETPAQQDWDMSTASGWSPDFTDPSSYLDIFNPNLENAQTKFIGIEPLKNSDVVTAAGLDEFTQLVTDAGKITD 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNA.AAAQVGLKDYDALLDSAASETT 557
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNA.AAAQVGLKDYDALLNSAASETS 557
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNA.AAAQVGLKDYDALLNSAASETS 557
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logo DQLTNAKVRYEDARYAKQAQAAWLTEDSASVLYVIPTLTI
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VKLPQDEKPVVTAKKQEYAEKQASLRDEKW
NTDB id 1024849 ABW635 RS02225 WP 003100861.1 DQTKRYEAYAKAQAALTDSAVYIPT.ISLGGTPTVSKLVPFSGAFGWAGNK.SNNLYYKYIKLQDKPVTAKQYAKALDKW 638
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKW 636
NTDB id 324 STU RS16140 WP 011226306.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
NTDB id 292 STER RS06940 WP 011681419.1 DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW 637
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NTDB id 1024849 ABW635 RS02225 WP 003100861.1 KKEKEKSNKKYADSLEKHIEK 659
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 LKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 LKEKKESNEKAQKDLEKHVK. 657
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