
logo MLEKVLKENKI
VTGGYANIPVLHKDVDTFKEVKADGELVGL IGLNGAGKSTTIKNE I IGLLSTPYKGGEQI LA IDGQLGTINQEQDMPATSYRKQKIGFYIP

NTDB id 1024710 AB1F57 RS11355 WP 105137617.1 MLEVKNITGGYANIPVLHDVDFKVKDGELVGLIGLNGAGKSTTIKEIIGLLSPYKGEILIDGQGINEDMATYRKKIGFIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!*****!!!!!!!!!!*!!*!*!*!!!!!!!!!!!!!!!!!!!*!!!!!!*!!*!*!*!!!**!**!*!*!!*!!!*!!

logo ETPSLYEELTLKREHI
LELTVMLMAYDGLEDAVETSEAGW

M
V
ARVAQDEKLYLAKI

LFRLEDDERKLDWFPVTNQFSKGMKQKVMI ICALFMIVENPSLLF IVDEPF
NTDB id 1024710 AB1F57 RS11355 WP 105137617.1 ETPSLYEELTLKEHIELVMMAYDLEAESAWARVQELLAIFRLEDRLDWFPVNFSKGMKQKVMIICALMVEPSLLIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!*!!*!*!*!!!*!*******!****!**!!!***!!!!!**!!!!!!!!!!!!!!**!*!!!*!!!!!!

logo LGLDP I
LA IASDL INELLNAQEAEKAKNQGSKAS I LMSTHVLDSAEKMCDRFVI LHKHGRQI

V
K
LATQGNTI

L
D
E
T

D
ELRQETFAGMDDQSDSASLNEDIYLMS

QLTQKEG
NTDB id 1024710 AB1F57 RS11355 WP 105137617.1 LGLDPIAIADLINLLNQAKAQGSSILMSTHVLDSAEKMCDRFVILHKGRVKATGNLTDLRQEFAMQDASLNEIYLSLTQE 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
consensus !!!!!*!!*!!!*!!***!!*!**!!!!!!!!!!!!!!!!!!!!!!*!***!*!****!!!*!** *!!!!*!!**!!**

logo

G
E
G
L
Q
S
G

NTDB id 1024710 AB1F57 RS11355 WP 105137617.1 GGQG 244
NTDB id 481 STER RS07730 WP 002951673.1 ELS. 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS. 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


