logo

NTDB id 1024700 AB1F57 RS08070 WP 367985594.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1024700 AB1F57 RS08070 WP 367985594.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1024700 AB1F57 RS08070 WP 367985594.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1024700 AB1F57 RS08070 WP 367985594.1
NTDB id 262 KZH43 RS08770 WP 001036779.1

NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

JATRGTLLLVALLTESTYIAD PO L Sen L AE T E |

Q Q Q
MAMNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA
AMNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA

..MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA

..MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGA
. H .. . . H II""' .. |"

TSNS TARLLARARARET T3 T HRLK S A

FI NNNKTNLDABVSSEIPYADNKTKIV[NEEI PT ANAL K TRQYK RIY MG GRITSWTPERGWHQV  LIZGIAYIJHAVD
FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVD
FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVD
FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVD

FIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVD
DT b LU LU DL LD LR DL T L b Lo Do b Lo DD T | !

R TR ARgl KA MRIRRV Y P

RGHLLGYALIGGLDGFDASTSNPKNIABQTAW NQApgd YSTGQNYYE KVR ALDIWNKRVRYRVTLEYApM, DL L3R S
RGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS
RGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS
RGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS

RGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSAS
N I I

QA ELERL ARV

3l EAKSSDGRJLEFNVI|3VPNVQEGLE] 277
QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

QIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
T s |

X non conserved
B similar
>50% conserved

160
157
157
157
157

240
237
237
237
237



