
logo MTETVGSFKRYS I LASGSSGNCSFYLETPKQKRI L IVDAGLSGKKI STQSLLMAE IDRKPVDDI
VDAI LVTHEHKSDHIHGI

VGVLARKYGLMD
NTDB id 1024696 AB1F57 RS06360 WP 170238891.1 MTEVSFKYSILASGSSGNCFYLETPKKRILVDAGLSGKKITSLLAEIDRKPDDIDAILVTHEHSDHIHGIGVLARKYGMD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !!! !*!!!!!!!!!!!*!!!!!! !!!!*!!!!!!!!!* !*!!!!!!*!!*!!!!!!!!! !!!!!*!!!!!!!!*!
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NTDB id 1024696 AB1F57 RS06360 WP 170238891.1 IYANEQTWQAMDSKLGKIAIAQKHIFELGVTKTFGDLDIESFGVSHDAACPQFYRFMKDDKSFVILTDTGYVSDRMAGIV 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!!!!! *!!! * !!!!!*!! ! !!!!*!!!!!!!!!!!!*!!!!! !!! !!!!!!!!!!!!!!!!! **

logo

A
ENADGYL I ESNHDI E I LRASGI

SYPSWNSLKQR I LSDKGHLCSNDEDGADEATMI
VRTLGNKRTKKIYLGHLSKENNI

VKELAHMTMKVNAQL
NTDB id 1024696 AB1F57 RS06360 WP 170238891.1 ANADGYLIESNHDIEILRAGSYSWNLKQRILSDKGHLCNEDGADAMIRTLGNRTKKIYLGHLSKENNIKELAHMTMVNQL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!!!!!!!!!!!!!! ! !*! !!!!!!!!!!!!*!*!!!* !*!!!!!*!!!!!!!!!!!!!!*!!!!!!!! ! !

logo

A
MQADLAGVDGHVDFKQI

VYDTSPDTALTPLAVKS I
NTDB id 1024696 AB1F57 RS06360 WP 170238891.1 AQADLGVGVDFQVYDTSPDTATPLVSI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!*! *!! *!!!!!!!! !! !
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