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NTDB id 1024692 AB1F57 RS04800 WP 167786379.1 MKKNKGLILILSIILGVLLLWFTVFVPLPYYIESPGGAMDVQQVLTVNEEEDKKDGSYEFTYVSVQQATALQLLFAQFDP 80
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !! !! ! * **!! ! !!!!!*! !!!! !* !*!!!* !!! !!! ! !!* !!**!*!*! !
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E ITSAEKEMTTGGAVDSDSAEDEYFMRIANQFYMETSQNGMAI

KYKQAGLSTLAHKKDKAVESFMDNFYFMGVYVLDQLVASERDNSTFKDGVLKNIADTVTVGS IVNDGK
NTDB id 1024692 AB1F57 RS04800 WP 167786379.1 YADITSAEEMTGGADSEEYFRIAQFYMETSQNMAKYQGLTLAKKDVEMDFFGVYVLDLAEDSTFKDVLKIADTVVSINGK 160
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus * *!!!! ! !!! *! !! !!!!!!!!! ! ! *!*!!*! * !!!!! * !!!! !! !!!!! *! !

logo TFEHSSKPDEL IKYVSGLEKLGSKPVSTVGQYTVSTENGNKQEKKSTADKGKI
V IKLSVNGKNGIG IGTLVDHTEKVKTSDSDVKP IDEFQSTGNGNIGGPSAGLMF

NTDB id 1024692 AB1F57 RS04800 WP 167786379.1 TFESSPDLIKYVSGLELGSPVTVGYVTNGQEKSADGKIIKLVNGKNGIGITLVDHTEVKSSVPIDFQTGNIGGPSAGLMF 240
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !!*!!**!!!!!!!! !!!*!*! ! * !*! !!*!!! !!!!!!!! !!!!! ! ! *!*! ! !!!!!!!!!!

logo TLADIYDTQLAVEKEPDLRDKGR I
TIAGTGTI EGEQDGKSVGDIGGADKMKVALASAADKRAIGNADS I FFVPNNPVDSKAE I

TLKEKDNPDKAKLTNYEQEAKEQA
NTDB id 1024692 AB1F57 RS04800 WP 167786379.1 TLAIYTQLAEPDLRDGRTIAGTGTIEQDGKVGDIGGADKKVLSAAKAGASIFFVPNNPVDKEILKEDPDAKTNYEEAKEA 320
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus !! !! !! *!!! !! !!!!!!! !! !!!!!!!! !! ! * ! !!!!!!!!! ! !! ! ! !!! !!! !
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NTDB id 1024692 AB1F57 RS04800 WP 167786379.1 VEKAGVDIEVVPVKTVQDAIDYLKK. 345
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH 346
consensus ! ! * *!!!! !!*!!!!!*!*
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