
logo MSDKNQRHTEHI
LEEKYQTWDLTTI FAPTDAEADWESTELYAEESLTQVAQDELTEKKATKSADFYAGHLLDSAKNSLLEGAI STELTQYLMGSLMRR I

LEKI
LYVYASMKND

NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 MSKQRHEIEEKYQWDLTTIFPTDEAWESELAELQAETEKTKDFAGHLLDSAKSLLEISETQLGLMRRIEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !! *!***!!!! !!!!!!!*!! !!*! * ! *!!!!!!!!! !! *! * !!!!*!!*!!!!!!!!!

logo QDTRTEVGKLYQEFYQAKALSANLYSAQFLSEQAFAFYFYEPEFMAI
L
D
T
D
E
E
K
K
QLAEAEFKAEEQEPAGLGNLQYDSHQYFEKRLLAANKDHI

VLSQEAVEELVLAAAT
NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 QDTREGKYQEFQAKALALYSAFSQAFAFYEPEFMAITEEQLEAFKAEEPALNQYSHQFEKLLAAKDHILSQEVEEVLAAT 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !!!*!!!! !!! ! !!!**!!!!!!* * ! !! !!*! ! ! !!*!!! !!!*!!!! !!*!!!

logo

G
S
D
E I FDNAGPSTDETFNSVLDNADS ILLRFPEWI

V
A
SDEGDQGDKLVVEPLSTHGNFYI STFLMESKDNRDE I

VRKQEGAYEALMYEGTYEQFQHTYAKQTLQGSNVVKVHN
NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 SEIFDAPSETFSVLDNASLRFPEIADEDGKLVPLSHGNYISFMESKNREVRQEAYEALYETYEQFQHTYAKTLQSNVKVN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! *!**!! !!!!! * !! * ! ! *!*!*!!!*!* !!!! !**! !!!!*! !!!!!!!!!! !!! !!!*

logo NLYKQAKRLVRHKYDNSAGRHAALASANF IPESVYDSTLLVESASVNKHLPLLHRYI
L
D
NLRKKLVLGI

LDDELKRMYDMVYTPLSESATETAKLVSTYEEASLKS
NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 NLKARLRKYDSGRHAALSANFIPESVYDTLVSAVNKHLPLLHRYINLRKKLLGIDDLRMYDMYTPLSSAETKVSYEEALS 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus ! !**!*! !*!!!!! !!!!!!!!!!*!* !!!!!!!!!!!* !!!!*!!*!*!*!!!*!!!!! !! **!!! !

logo

K
T
A
C
A
E
D
E
T
VLATI FGDEEYASAKGIVHKAEAFETENRWIDVHPVNEKGKRSGAYSGGAYDTNAFMLLNWQDNTLDNLMF

YTL IVHETGHSLHSMTFLTRQNT
NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 TCADTLTIFGDEYAAIVKEAFENRWIDVHVNEGKRSGAYSGGAYDTNAFMLLNWQDNLDNMYTLIHETGHSLHSMLTRQN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus * * ! !!!*!! !* !! !!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!!**!!*!!!!!!!!! !!!

logo QPYVYGDHYPS I FLAE IASTTNENI
LLTEKTLLAKEVEKDDKTRFAI LNHYLDGFKRGTVFRQTQFAEFEHQAIHYEKADAQESGQI

VLTADF
NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 QPYVYGHYSIFLAEIASTTNENLLTEKLLAEVEDDKTRFAILNHYLDGFRGTVFRQTQFAEFEQAIYKADQEGQVLTADF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!*!*!!!!!!!!!!!!!*!!! !! !! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!* !! !!*!!!!!

logo

L
MNKQLYAGDELNEKYYGNLKSAEDENPYEL IQFYEWAER IPHFYMYNFYYVYQYASTGFAAASAYLADEKIVHNGSTEPEDKEANYLNTYLKAGSSDYPL

NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 LNQLYGELNEKYYGLSAEENPLIQYEWARIPHFYYNFYVYQYSTGFAAASALADKIVNGSPEDKENYLNYLKAGSSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!**!!!!!! ! !!*!* !!*!! !!!!!! !*!!!!! !!!!!!! !!*!!!*!**!!!! !! !!!!!!!!!!!



logo

E
NVIAKKAGVDMTKNETDYLDNADAFKVFEADRLTVELEALVEKGVHLS

NTDB id 1024690 AB1F57 RS04350 WP 167785688.1 NVIAKAGVDMTKEDYLNDAFKVFEARLTELEALVEKGVHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! !!! !!!!!! !! !!!!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


