
logo MKGAI LIATF ILFL I FGCVIVVI
FHEFGHFYFFAKKRASGI LVREFAIGMGPKI FAHTGKDGTVYTIR I LPLGGYVRMAGWGEDKTTE IKT

NTDB id 1024686 AB1F57 RS01765 WP 367985991.1 MKGILAFIFIFGVIVVIHEFGHFYFAKKAGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!**!**!!*!!!!*!!!!!!*!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GTSPASLTLNGSKDGI
KVTRR INLSGDKRGQFVDVQNTSALPMNVTGAFYDFLDEDKLETITGLVLDGETKTYKEVDHDATIVEEDGTEVLR IAPLKDVQY

NTDB id 1024686 AB1F57 RS01765 WP 367985991.1 GTPASLTLNSDGIVTRINLSGKGFDVNSLPMNVTGFDFDDKLEITGLVLDETKTYKVDHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!**!!*!*!!!!!****!***!!!!!!**!**!!!*!!!!!!*!!!!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QNATS IWGRLMITNFAGPMNNF I LGVLAVF I LI LMAFMVQGGVAQDTSSTNQLVITQVVAENGSGALAAQAVASGLEKTGDKAI LVSAVINGKQDAKTVDTSDYWADDS ILSKKE
NTDB id 1024686 AB1F57 RS01765 WP 367985991.1 QNATIWGRLMTNFAGPMNNFILGVLAFILLMFMQGGVADTSSNQVTVVEGSALAAAGLETGDKILSVNGQATDSYADISK 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!*!!!!!*!!!!!!!!!!!!!!!*!!*!*!*!!!!*!!!*!***!**!*!****!!*!!!*!***!************
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VLKTGVLLKDKI IFGGVFQQMAGWAETGALTMAIVLTAATLKNGL IATSN
NTDB id 1024686 AB1F57 RS01765 WP 367985991.1 MIGQAVQDASSAPKFDLLV.EQGGTEKNVSVTAKQEDGTYRLGVSPILKTGVLDKIIGGVQQAGATALMIVTALKNLIAS 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus ******!**!********!****!*!***!!*** **!*!*!!!!!*!!!!**!!!*!!*!*!***!**!***!!*!!**
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NTDB id 1024686 AB1F57 RS01765 WP 367985991.1 FDVKQLGGPVAIYSVSNQAAQDGWMSIIRLMAMLSINVGIFNLIPIPALDGGKIVMNILEGIRRKPLKPETESYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !****!!!!!!****!*!!***!**!!**!!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!*!!!!!!**!*!!!!!!!!!

logo AI
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NTDB id 1024686 AB1F57 RS01765 WP 367985991.1 AIMVVLMLVVTWNDIMRVFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !*!!!!!**!!!!!!!!*!!
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