
logo

MTSYALLHTQRVTAQNGE I FTI SPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAF ITGKPVEP I L

NTDB id 1366 NTHI RS01950 WP 011271972.1 MTSYALLHTQRVTAQNGEIFTISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPIL 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ................................................................................ 0
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ................................................................................ 0
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 ................................................................................ 0
NTDB id 1307 DR RS10055 WP 010888596.1 ................................................................................ 0
NTDB id 1086 NMV RS00245 WP 002218487.1 ................................................................................ 0
NTDB id 1116 NGFG RS10615 WP 003690200.1 ................................................................................ 0
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ................................................................................ 0
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ................................................................................ 0
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ................................................................................ 0
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ................................................................................ 0
NTDB id 1202 PSJM300 01600 AFN76400.1 ................................................................................ 0
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ................................................................................ 0
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ................................................................................ 0
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ................................................................................ 0
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ................................................................................ 0
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ................................................................................ 0
consensus

logo

LESSQLKELLQQLTPHQMQVEEQVKFYQHQETHFEQEDDE
M
P
T
S
V
G
I
I
R
M
L
E
Q
D
F
V
L
I
E
N
A
T
K
Q
D
E
Y
I
L
F
V
L
D
R
E
A
G
S
L
F
A
G
M
S
L
A
V
D
E
T
Q
K
Q
K
H
N
R
N
K
G
G
V
S
ASDI

L
F
I
Y
HI
L
A
C
E
T
S
T
V
S
A
LADD

Q
G
A
F
S
I
L
V
M

Q
S
P
I
V
P
L
Q
S
R
M
M
W
Y
F
V
I
K
R
L
R
I
V
N
S
V
H
DG

K
R
V
D
E
I
Y
M
L
V

NTDB id 1366 NTHI RS01950 WP 011271972.1 LESSQLKELLQQLTPHQMQVEEQVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVL 160
NTDB id 1203 PSJM300 01605 AFN76401.1 ...........................................MEFEKLLRLMVEKGGSDLFITA...GVPPSMKVNGKI 34
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...........................................MELNQYLDGMLTHKASDLYITV...GAPILYRVDGEL 34
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 ...........................................MDVEEIVALSVKHNVSDLHLCS...DSPPRWRRVGRL 34
NTDB id 1307 DR RS10055 WP 010888596.1 .......................................MTSGIDITDILRLAADKGASDIILAA...GLPPQFKLSGDY 38
NTDB id 1086 NMV RS00245 WP 002218487.1 ...........................................MQITDLLAFGAKNKASDLHLSS...GISPMIRVHGDM 34
NTDB id 1116 NGFG RS10615 WP 003690200.1 ...........................................MQITDLLAFGAKNKASDLHLSS...GISPMIRVHGDM 34
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ...........................................MDIAELLEFSVKHNASDLHLSA...GVPPMVRIDGEV 34
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ...........................................MDIAELLEFSVKHNASDLHLSA...GVPPMVRIDGEV 34
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ...........................................MDIAELLAFSVKNKSSDLHISA...GMPPMIRVDGDL 34
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ...........................................MDIAELLAFSVKNKSSDLHISA...GMPPMIRVDGDL 34
NTDB id 1202 PSJM300 01600 AFN76400.1 ...........................................MDITELLAFSAKQGASDLHLSS...GLPPMIRVDGDV 34
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...........................................MDITELLAFSAKQGASDLHLSA...GLPPMIRVDGDV 34
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...........................................MDITELLAFSVQNRASDLHLSA...GIPPMIRVDGEV 34
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...........................................MDITELLAFSVKNGASDLHLSA...GMPPMIRVDGEV 34
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...........................................MDITELLAFSVKNGASDLHLSA...GMPPMIRVDGEV 34
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...........................................MDITELLAFSVKNGASDLHLSA...GMPPMIRVDGEV 34
consensus *** ********* *!!***** *********!**



logo

D
E
L
Q
R
A
P
K
R
A
V
L
Q
I
P
G
N
E
F
K
V
L
A
E
I
T
P
E
P
A
F
M
L
P
D
T
S
E
P
V
S
A
H
A
P
E
S
K
I
M
Q
E
D
F
T
V
A
D
T
G
I
R
H
E
K
A
N
R

R
T
I
M
L
M
L
V
I
I
K
F
H
T
Y
A
G
T
E
S
D
RLKLLAW

M
V
I
K
L
M
D
L
N
E
D
E
I
Q
H
A
R
K

R
S

Q
E
Q
R
A
G
N
S
K
R

A
R
I
D
E

L
W
F
Y
K
P
T
W
Q
E
A
Q
E
D
S
T
N
F
K
H
F
G
R
L
Q
R
E
A
C
F
L
V
T
Q
N
DFKAS ITVFASTEAFILVGSTARPDGNKNSILVLQGADRLFRALVSNTVALFFKMPYHNI

T

Q
H
M
A
G
S
R
N

E
G
K
N
W
R
N
L
G
E
N
V
C
P
A
K
S
A
G
G
M
I
A
T
V
I
M
L
FRALRTLQIQEPNRTSANQREVTKCPIVVERPLQSTFILMS

A
E

NTDB id 1366 NTHI RS01950 WP 011271972.1 QPQPLI...SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFA 237
NTDB id 1203 PSJM300 01605 AFN76401.1 LPVNKTPMSPEMTRETVHG.....VMNEQQRREFTENHECNFAISARGIGRFRVSAFYQRNLAGMVLRRIETNI..PTIE 107
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RAQGEA.LSVADVTALLHA.....MMDDARQAEFKQTREANFAV.VRDSGRFRVSAFFQRELPGAVIRRIETRI..PTFE 105
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 EPA...PFPSPDVDALLKT.....WLNDEQQGAWWASGQVDFAVTLTGNQRLRASAFKQMKGNSITLRLLPRAC..PQLS 104
NTDB id 1307 DR RS10055 WP 010888596.1 DAQGFEPLSASDTRKLMYS.....MMNERQQRIFEEKRELDFSFALGDKARFRVNAFMQRGNVGGVMRLIPTTV..RTIA 111
NTDB id 1086 NMV RS00245 WP 002218487.1 RRINLPEMSAEEVGNMVTS.....VMNDHQRKIYQQNLEVDFSFELPNVARFRVNAFNIGRGPAAVFRTIPSTV..LSLE 107
NTDB id 1116 NGFG RS10615 WP 003690200.1 RRINLPEMSAEEVGNMVTS.....VMNDHQRKIYQQNLEVDFSFELPNVARFRVNAFNTGRGPAAVFRTIPSTV..LSLE 107
NTDB id 1185 GTF74 RS11940 WP 000350195.1 RKLGVPAFTHSDVHRLIFE.....IMNDAQRSEYEEKLEVDFSFELPNVGRFRVNAFHQARGCSAVFRTIPTVI..PTLE 107
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RKLGVPAFTHSDVHRLIFE.....IMNDAQRSEYEEKLEVDFSFELPNVGRFRVNAFHQARGCSAVFRTIPTVI..PTLE 107
NTDB id 1283 ACE17W RS02630 WP 010947729.1 RKINLPPLEHKDVIKIIYD.....IMNDRQRKEYEEFFETDFSFEIANLARFRVNAFNQSRGAAAVFRTIPSEI..LSME 107
NTDB id 1259 GCO85 RS10305 WP 010947729.1 RKINLPPLEHKDVIKIIYD.....IMNDRQRKEYEEFFETDFSFEIANLARFRVNAFNQSRGAAAVFRTIPSEI..LSME 107
NTDB id 1202 PSJM300 01600 AFN76400.1 RRINLPAMDHKQVHALIYD.....IMNDKQRKDFEEFLETDFSFEVPGVARFRVNAFNQNRGAGAVFRTIPSKV..LTME 107
NTDB id 1194 PAKAF RS01995 WP 003084552.1 RRINLPPLEHKQVHALIYD.....IMNDKQRKDFEEFLETDFSFEVPGVARFRVNAFNQNRGAGAVFRTIPSKV..LTME 107
NTDB id 1020 ACIAD RS04210 WP 011182164.1 RRINLPAMDHSEVHNLIYD.....IMNDKQRRDYEEKLETDFSFEVPNLARFRVNVFNQNRGAGAVFRTIPSQV..LTLE 107
NTDB id 1060 ABD1 RS04380 WP 000355489.1 RRINLPALEHKDVHRLVYD.....IMNDKQRRDYEEKLETDFSFEVPNVARFRVNAFNQNRGAGAVFRTIPSKV..LTME 107
NTDB id 1040 H0N27 RS13360 WP 000355489.1 RRINLPALEHKDVHRLVYD.....IMNDKQRRDYEEKLETDFSFEVPNVARFRVNAFNQNRGAGAVFRTIPSKV..LTME 107
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RRINLPALEHKDVHRLVYD.....IMNDKQRRDYEEKLETDFSFEVPNVARFRVNAFNQNRGAGAVFRTIPSKV..LTME 107
consensus ****** * * ** **** **** ******* ** *!**********!****** ** ****!**** * ****

logo

A
Q
D
E
M
LDKGVMALTGPENQQDKRPSEQTAVI IVLF IPRSQKNREDKSVMLI STLCAI

L
E
N
S
D

H
Q
T
A
F
S
V
Y

D
E
K
S
P
Q
S
K
RGMIL IVLFVVTGAPTGTSGKS ITSTMLYASTAAVMTVILQGNDFHWYRVLINHKQASTNEQSHNTPSTHQKRKSTDNPYLAEHGKDHI IMLSTALVI EDPVI E I

F
E
I
M
V
L
Y
H
D
P
S
E
Q
G
P
H
N
S
E
Q
N
K
A
N
R
K
S
C
I
LVIQTNLSQQRI

E
I
N
L
V
P
G
H
I
S
K
L
Q
R
I
H
D
G
S
T
D
E
P
H
L

NTDB id 1366 NTHI RS01950 WP 011271972.1 ELGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNT.PDKHIMTAEDPIEIELDG...IIQSQINPQIGL 313
NTDB id 1203 PSJM300 01605 AFN76401.1 DLKLP....DVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTD 183
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ELKLP....EVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTE 181
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 ALGVP....RAIPELLSHDSGLILVTGATGSGKSTTLAAMVDFLNHQTDGHILTLEDPVEFVYQSERCLIQLREIGLHSP 180
NTDB id 1307 DR RS10055 WP 010888596.1 EMGLP....QTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTL 187
NTDB id 1086 NMV RS00245 WP 002218487.1 ELKAP....SIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTL 183
NTDB id 1116 NGFG RS10615 WP 003690200.1 ELKAP....SIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTL 183
NTDB id 1185 GTF74 RS11940 WP 000350195.1 QLDAP....EIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTH 183
NTDB id 1176 A1552VC RS01160 WP 000350195.1 QLDAP....EIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTH 183
NTDB id 1283 ACE17W RS02630 WP 010947729.1 DLGLP....PIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTL 183
NTDB id 1259 GCO85 RS10305 WP 010947729.1 DLGLP....PIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTL 183
NTDB id 1202 PSJM300 01600 AFN76400.1 DLGMG....EVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTL 183
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ELGMG....EVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTL 183
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ELGLG....KIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTL 183
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DLGLG....QIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTH 183
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DLGLG....QIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTH 183
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DLGLG....QIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTH 183
consensus ***** ** * **!**!**!*!!*!!!**********! * !!***!!!*!*** ***************



logo

D
G
S
Y
F
D
E
K
A
S
N

D
R
A
V
N
E
L
ALSKRNASFSTALRQEADPDMVI IML ILVGEVILMRSTDESYPQRLESTAMIDEKGSRAHIYLAVMLARTFAAQETGHLCVMLFSAGTLHATRSNTDNGSAI

P
S
N
T
A
E
S
Q
K
S
A
T
L
V
I
S
E
N
DRLVI LQVIHNQDFTLVGVF IPEKGADQGSERDQERQKANSEDPQMF

I
Q
V
L
Q
W
R
H
L
M
N
T
V
A
S
E
D
Q
M
I
L
E
A
S
G
L
N
E
N
SLLVKTRQGLSAI

V
NTDB id 1366 NTHI RS01950 WP 011271972.1 DFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGI......QQHEIENSLLLV 387
NTDB id 1203 PSJM300 01605 AFN76401.1 SFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAI 263
NTDB id 1177 A1552VC RS01165 WP 000422572.1 SYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGV 261
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 SFAEALRAALREDPDVILLGELRDSETIRLALTAAETGHLVLATLHTRGASQAIERLVDTFPAQEKDPVRNQLAGSLRAV 260
NTDB id 1307 DR RS10055 WP 010888596.1 SFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAV 267
NTDB id 1086 NMV RS00245 WP 002218487.1 SFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAV 263
NTDB id 1116 NGFG RS10615 WP 003690200.1 SFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAV 263
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAV 263
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAV 263
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAV 263
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAV 263
NTDB id 1202 PSJM300 01600 AFN76400.1 GFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAV 263
NTDB id 1194 PAKAF RS01995 WP 003084552.1 GFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSV 263
NTDB id 1020 ACIAD RS04210 WP 011182164.1 GFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAV 263
NTDB id 1060 ABD1 RS04380 WP 000355489.1 GFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAV 263
NTDB id 1040 H0N27 RS13360 WP 000355489.1 GFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAV 263
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 GFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAV 263
consensus ** *!***!!**!!*!**!!*!* !****!***!*!!!!***!!!***!*****!************** *****! **

logo

L
M
V
I
T
A
SQ

K
N
R
S
Q
TL IVLRPKDRTKAIKPHCEILVDNQKGQKNGGRHRVGLALCSVAFILYHELVI LMVMLICNAGPSNITKGPCLRAGAVIGARADNL INRKRSECGNDDEKCLTIVFWTHAEQGYRGR IGVYQFI

L
M
L
P
T
K
N
Y
A
H
G
S
L
T
W
I
V
A
S

Q
L
M
I
A
K

Q
N
R
T
S
G
T
Y
G
Q
A
D
E
R
T
Q
S
N
A

A
E
T
V
K
S
L
H

D
G
F
M
E
V
T
Q
N
T
F
M
L
R
E
D
A
E
M
S

Q
Y
A
C
H
N
S
G
A
L
L
A
Q
T
Y
K
N
S
E
Q
G

K
R
L
F
R
Y
I
L
V
N
S
V
R
A
D
K
Q
R

D
H
N
G
E
K
R
I
L
V

L
T
V
I
N
A
T
D
S
L
A
E
K
R
Y
P

K
P
D
H
E
Q

NTDB id 1366 NTHI RS01950 WP 011271972.1 IAQRLVRKIC.............PKCGGNLINSCDCHQGYRGRIGVYQFLHWQQNGYQTDFENLRESGLEKVSQGITDEK 454
NTDB id 1203 PSJM300 01605 AFN76401.1 VAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHE..........LKGLMKRSTDLGMQTFDQALYNLYVQGEITYE 333
NTDB id 1177 A1552VC RS01165 WP 000422572.1 IAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHE..........LKATMARSQEVGMQTFDQALYQLVVDDKISEQ 331
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 LAQRLLPD.LQGGRVALYELLVNTPAAANLIREGKTWQ..........LPGIIQTGQQAGMQNFDQSLAERRAQGRL... 326
NTDB id 1307 DR RS10055 WP 010888596.1 MTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQ..........ITSVMQTGAREGMVTMDAYLAGLFRRHLITYD 337
NTDB id 1086 NMV RS00245 WP 002218487.1 ISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQ..........INSVLQTGQASGMQTMDQSLQSLVRQGLIAPE 333
NTDB id 1116 NGFG RS10615 WP 003690200.1 ISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQ..........INSVLQTGQASGMQTMDQSLQSLVRQGLIAPE 333
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQ..........MYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQ 332
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQ..........MYSIIQTGAAHGMQTMEQNAKQLIARGVVDAQ 332
NTDB id 1283 ACE17W RS02630 WP 010947729.1 VAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQ..........MYSSIQTGQAKGMQTLDQHLTELVNKNIISKH 332
NTDB id 1259 GCO85 RS10305 WP 010947729.1 VAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQ..........MYSSIQTGQAKGMQTLDQHLTELVNKNIISKH 332
NTDB id 1202 PSJM300 01600 AFN76400.1 ISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQ..........MYSSIQTGGSLGMQTLDSCLKGLLAKGLISRD 332
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQ..........MYSAIQTGGSLGMQTLDMCLKGLVAKGLISRE 332
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQ..........MYSSIQTGATHGMTTLDQSLKQLLAKGIINLP 332
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ..........MYSAIQTGANHGMTTLDQSLKGLVARGVISPQ 332
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ..........MYSAIQTGANHGMTTLDQSLKGLVARGVISPQ 332
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQ..........MYSAIQTGANHGMTTLDQSLKGLVSRGVISPQ 332
consensus * ! !*** ****** ****** *****!!** **** *** **** ******* * ** *****



logo

A
K
N
S
V
D
E
T
G
I
V
A
K
H
Q
L
R
A
H
L
R
S
T
E
H
S
V
K
R
A

V
I
A
I
D
E
Q
L
K
D
G
I
L
S
N
Q

A
D
K
S
P
K
E
L
N
D
K
S
E
F
A
M
N
L
S

A
R
S
F
R
F
L
L
M
A
I
L

N
K
D
L
T

A
G
K

R
S
A
E
G

D
G
T

L
D
Y
G
GAE
G

H
S
G
L
MTPSASVALSPQGNPLVKPTAILYNSADESSMESDSDTDGPRGGRDSFGRRGAAAPATPAAPAAGRSEPGRAGGFGR

NTDB id 1366 NTHI RS01950 WP 011271972.1 EI.ERVLGKNS..................................................................... 464
NTDB id 1203 PSJM300 01605 AFN76401.1 DALLHADSSNDLRLMIKLGSETDG.EHLTSVSQGLTL....EMSDDDPGRSFR........................... 381
NTDB id 1177 A1552VC RS01165 WP 000422572.1 DALHSADSANDLRLMLKTKRGDDY.GSG..SLQNVKI....DME.................................... 368
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 ................................................................................ 326
NTDB id 1307 DR RS10055 WP 010888596.1 KGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATPAAPAAGRSEPGRAGGFGR 417
NTDB id 1086 NMV RS00245 WP 002218487.1 VARRRAQNSESMSF.................................................................. 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 AARRRAQNSESMSF.................................................................. 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EVQSKIELDLKAF................................................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EVQSKIELDLKAF................................................................... 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TAHEAALNK.SLF................................................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TAHEAALNK.SLF................................................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 SAKEKAKQP.ENF................................................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 NAREKAKIP.ENF................................................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TARAVAKSP.ESF................................................................... 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TARTAAKQP.ESFL.................................................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TARTAAKQP.ESFL.................................................................. 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TARTAAKQP.ESFL.................................................................. 345
consensus * * *

logo

R

NTDB id 1366 NTHI RS01950 WP 011271972.1 . 464
NTDB id 1203 PSJM300 01605 AFN76401.1 . 381
NTDB id 1177 A1552VC RS01165 WP 000422572.1 . 368
NTDB id 1024326 AB3N42 RS19210 WP 368267555.1 . 326
NTDB id 1307 DR RS10055 WP 010888596.1 R 418
NTDB id 1086 NMV RS00245 WP 002218487.1 . 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 . 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 . 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 . 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 . 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 . 344
NTDB id 1202 PSJM300 01600 AFN76400.1 . 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 . 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 . 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 . 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 . 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 . 345
consensus

X non conserved

X similar

X ≥ 50% conserved


