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VL IVGRLTKRDVPDELRYTSPANSGVAAVAGTQTFSTMLAVDNRPQTFSTGNAGQENSGRDEREADF IPNVCVI
TWRKQRLQSAETNCFVANYFTLRKKGRSLATVAGVEDGR I

LQVT
NTDB id 1024188 AB1S56 RS00745 WP 340873141.1 MLNRVILIGRLTRDPELRYTPAGVAVTQFTLAVDRPFSGGEGREREADFIPVVTWRQLAETCANYLRKGRLTAVEGRIQV 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.EREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQT 79
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.DREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQT 79
consensus !*!!!*!*!!!!*!**!!!!* !*!!**!**!!*! !*** ! *!!!!!!**!*!!* !!* !!***!!*! *!*!!*!*
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FLEPSKRSNRTEGTTGEGGQSGQRSQGRDEDGANGSQGNGFYGNESNGGNQNSGNSNGGSGGQYFSGGGGQNDNQNSGPSYFTGSGNPSNQQNGGGGYSGNTGNQNRARS

NTDB id 1024188 AB1S56 RS00745 WP 340873141.1 RNYENNEGKRVYVTEVIADNVRFLESSREGGGQQREDNGGGYGSGGNSGNGGGGYSGGGG.NSSYGGSNNGGGGYSGNRS 159
NTDB id 113 BSU 40900 NP 391970.1 RNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGN...SGGGQYFGGGQNDNPFGGNQN......NQRR 145
NTDB id 624 LCA RS00040 WP 011373726.1 RNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQ...SNGSQ.......QSGFTSPQQ......TGNA 143
consensus !!!!!**!*!!*!!!!***** *!!** ** * * ******* **!*** *** ** *** ** **
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NDPFKADNNDGKQRAP IDI SEDDDLPF

NTDB id 1024188 AB1S56 RS00745 WP 340873141.1 NQSRNDNNDPFKDDGRPIDISEDDLPF 186
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
consensus ***** * !!!***!**!!!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


