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MQHSSHSTKSKYLLMVEDTASVAALYRSYLTPLDGIDINIVGTGRDAI ES IVGSARRETPDL I LLDLRLPDMTGMDVLYAEVKEQKRDS
NTDB id 1024044 AB2S62 RS10800 WP 367987014.1 MQHSSHSTKSKYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESVSARTPDLILLDLRLPDMTGMDVLYEVKQRD 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!! !! *
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VFMTAHGS IDTAVEAMRHGAQDFL IKPCEADRLRVTVNNAIRKASTKLKNDEAVDGNPGKNQNSYQGF IGSSQTMQAVYRT

NTDB id 1024044 AB2S62 RS10800 WP 367987014.1 SDVPVIFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKATKLKNEAGNPGNQSYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus *!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !* !! !!!!!!!!!!!!!!!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 1024044 AB2S62 RS10800 WP 367987014.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASRRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 1024044 AB2S62 RS10800 WP 367987014.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDDVI E IAYSLLGFMSKEEGKDFVRLSTAPDEVVERFRTQRYEWPGNVRQLQNVLRNVVVLNENGKRDE I STFLDMLPPPLNI
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NTDB id 1024044 AB2S62 RS10800 WP 367987014.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLTPDVVERFTRYEWPGNVRQLQNVLRNVVVLNNGKDISFDMLPPPLNIPGE.NE 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!!! !!!!!!!!!!!!!!!!!!!!! !**!* !!!!!!!! * *
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KVSVHDE I FPLWMTEKNQAI EQAI EACDGNIPKRAAGTYLDVSPSTIYRKLQATWNETKEVAKEQKEKER

NTDB id 1024044 AB2S62 RS10800 WP 367987014.1 IRMPIQAKEAVSVHDIFPLWMTEKNAIEQAIEACDGNIPKAAGYLDVSPSTIYRKLQAWNTKEAQ..... 464
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus *!* * !!!!*!!!!!!!!!*!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!! !! ! *****
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X ≥ 50% conserved


