
logo

MRAKVLL
MVEDSTATSLVAAI LYKRQSYLVKTDPELDPFIDI

L
F
N
H
IVEGTGQRDEAIAEFS IGKRNRELPDQL IV I

LLDLKRLPDMTGEMDE I
VLEYAWI

V
K
VEKNNSPVDPTVAP I

V
I
V
F
I
A
M

NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 MRAKVLLVEDSTSLAILYKQYVKDEPFDLFHVETGQEAIAFIKRNLPQLVILDLKLPDMTGEEILEWIVENNVPTAVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
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NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 TAHGSVDVAVNLLQNGAKDFLEKPIQADRLKTSINVHLKQAQLEHLVEDIENKFDRSRFHGFIGASLPMQGVYKIIDSVA 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKAS..KLKNDVDN..KNQNYQGFIGSSQTMQAVYRTIDSAA 150
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NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 PTNASVFIVGESGTGKEVCAEAIHQESPRKDKPFIAINCGAIPKDLMESEIFGHVKGAFTGATTDRKGAASLANGGTLFL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
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NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 DELCEMELEMQKKLLRFLQTGTFMPLGGTKELKVDVRIICATNREPLVEVEEGRFREDLYYRVHVVPINMPPLRERGNDI 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
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NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 TTLATHFLKLYAKEDNKKFSSISKDADMILKRYHWPGNVRQLQNIIRSIVVLNDEAKLSVAHLPEEMLNRQGRSATKTQA 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSA........ 382
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NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 SNTAATFVVQTPIQPTEQPAVSSIEKSNAPIRPMWQIERETIQRAIDYCDGNVLNAAVLLELSPSTVYRKKQAWEAEDES 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ...........PIN.RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKE 450
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NTDB id 1024042 AB2S62 RS07565 WP 367989082.1 NPA.. 483
NTDB id 1157 A1552VC RS03895 WP 001888250.1 KEKER 455
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X similar

X ≥ 50% conserved


