
logo MQQDEHRQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPL IV IYCQLPNSDYLPASPEAAL ITGITPQKTAMNQSNQGLAPEP
NTDB id 1024041 AB2S62 RS06850 WP 367988945.1 MQQDRQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLIIYCQLPSDYLPSPEAALITGITPQTAMQNGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!**!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!! !!!!!!!!!!!! ! *!!*!!

logo EF IAKR IHAELASTPNTINLGYNS IRFDDEVTRYTCYRNF ILDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI
VEWPENDDEGFYT

NTDB id 1024041 AB2S62 RS06850 WP 367988945.1 EFIAKIHAELATPNTINLGYNSIRFDDEVTRYTCYRNFLDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENDEGYT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!*!

logo SFKLEHLSVANGI EHESNAHDAMADVIATI ELMAKKLVKAAQPKLFDYFFLNTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHNY
NTDB id 1024041 AB2S62 RS06850 WP 367988945.1 SFKLEHLSVANGIEHENAHDAMADVIATIEMAKKLKAAQPKLFDYFLNMRHKRKLNELVDIVNMTPLMHVSGMLGRECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!*!!!!!!!!!!! !!!!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWI
VVP I

VAWHPTNQNAVIVVDLAGKDPQTPLLELDASEQTLQARRLYTKRHYAEDLAAPDNELPVP I
VKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 1024041 AB2S62 RS06850 WP 367988945.1 TSWVVPVAWHPTNQNAVIVVDLAKDPTPLLELDSEQLQRRLYTKHADLAANELPVPIKLVHLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!!!!!!!!!!!*!!! !!!!!! ! !! !!!!** !!!* !!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo

I
K IG IDREKQCLAQHNLANLVI

LRQHPE IREKL IVGTLVFYNS IQEREFYENKQESNSDVDSTMQLYADGFFSPADKRAAMDE I IRETTAEPVENNLAGASLADIRSFVANDK
NTDB id 1024041 AB2S62 RS06850 WP 367988945.1 IIGIDREKCLQNLALLRQHPEIREKLIGLYNIEREYEKSNDVDTMLYDGFFSPADKAAMDIIRETEVNNLAALDISFNDK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!! !! *! **!!!!!!!!!!* ** !!!* !!!* !! !!!!!!!*!!!*!!! ! * !!* ! ! !!

logo R I EPLLFRYRARHYPHWTLSTDESTEQQRRWAASHCSRDYFERSNR I
LEDGYMLNLENLVHEHYEQASDPQKKI

MAI LKSVYHQYVEKLAICS
NTDB id 1024041 AB2S62 RS06850 WP 367988945.1 RIEPLLFRYRARHYPWTLSESEQQRWASHSRDYFESRIEDYMLNLENLVHEYESDQKKIAILKSVYQYVEKLIS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!!!*!!***!! !!! !*!!!!! *! !!!!!!!!!!!* !*!!*!!!!!!!*!!!!! *

X non conserved

X similar

X ≥ 50% conserved


