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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 1024023 AB2S62 RS01305 WP 367987936.1 MGKSLVTGIDIGHHSIKAVVLKPVKGTFTLAGYKELPIEADIFSDNHMLNYQKIVKKLKALRKGLPLFSSRVALSVPDNT 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 1024023 AB2S62 RS01305 WP 367987936.1 VISKVLQIDSELDDREREFAIFQNFSHQSPFPIEELHLDYIELPKKTVSQ.TTVSYQVYATKKDLVESRVNAAEKAGFQP 159
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQ.....QDPLVDDAQV 234
NTDB id 1024023 AB2S62 RS01305 WP 367987936.1 FLMEMQAHSLTHVWQKVSQQEN.KSDWLLVDIGLSQTLMCIDFADKAPFHKELALGTQVIDAKGE.....YEHLM...HS 230
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLL...HD 236
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 ATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQ 314
NTDB id 1024023 AB2S62 RS01305 WP 367987936.1 STERFIFGLIEKLQRNIQILGSVHGTP.IKGIWLTGGGAATPMLVEEIQRRLEVECEVLNPLHLFKGKRSKHTAEMENGF 309
NTDB id 1171 A1552VC RS12125 WP 000520444.1 PTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQ 316
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 HFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 1024023 AB2S62 RS01305 WP 367987936.1 AFSTAVGLALRGIDWMEQSHAA.. 331
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFSTAAGLALRGLAWLESEHVA.. 338
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