
logo MLAHSKRMTRWEI IVQRQRPTDEEQDKVKQRSLSTEKEQLHNI STPLAVASLL IVKNRGFMDTAVDESARLYFLHMDTKNDEAQDEFHYDPFELMKTDGMAKEIAAVDSR IKEQAI ESKQQ
NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 MLHSRTRWIVRQTEEDKVQRLSKELNISPLAASLLINRGMDTVDSARYFLMDNEQEFHDPFLMTDMAIAVSRIKEAIEKQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!*!* !! * ** !!! !* !*!*!! !!!!* !! !! *!!! !!* * *!*!!! ! ! ! !!! !! !

logo EKP I LMI FYGDYDADGVTSTSVML
V
H
M
A
TLKQDKLGSAAQVDQFYIPDNRFKTEGYGPNEIPQAFERHSAIAKE I

RGFIRSL I ITVDTGIASAVHNEAKAVAKEL
NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 EPILIFGDYDADGVTSTSVMVMALKDLGAAVQFYIPNRFTEGYGPNIPAFEHAAEIGIRLIITVDTGISAVNEAKAAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!*!*!!!!!!!!!!!!!!** ! ! ! ! !!!! !! !!!!!! *!! * ! ! !!!!!!!!! !!*!!! !!!!

logo GLMDLVI ITDHHEPGPELPDEAVLRAIVHPKHQPEGCSRTYPFKRELAGVGVAFKLAHALLYGELMPDEEHLLDE I
LAAIGTIADLVPSLHTDGENRL I

NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 GMDLIITDHHEPGPELPEALAIVHPKHPESRYPFRELAGVGVAFKLAHALYGEMPEHLLEIAAIGTIADLVSLTGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!!!!!* !!!!!!*! * !!!*!!!!!!!!!!!!!!! !!*!**!!**!!!!!!!!!!*!* !!!!!

logo AKTLRGI
L
E
Q
K
RLKRRSTKNNRLTGLKNAELFIKALASGRGIDE I

L
G
P
E
S
A
I
N
SEETI

VGFQTI
L
A
GPRLNAAVGR I

LEQSADPAVDHLLLMS
T
E
NDPSFYEAEQAE I

LAAEE IDEMQLNKE
NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 AKRGIQKLKSTKNTGLNALFKAARIELPSISEETIGFTIGPRLNAAGRLESADPAVDLLLTNDPYEAQAIAEEIEMLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !* *!* ! !! ! ! *** !!!*!! **!!!!! !!*! !!!!!*!!** !**!! *! !!* !!!!
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NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 RQSIVNDIAAQAVHEVETNFPISENSVIVVGKEGWNAGVIGIVASKLVEKFYRPAIVLSYDSEKGLAKGSARSIEGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! * !** !! *** *** !!!*! !!!*!!*!!!!!!!!**!!!!!!!! ! !!!*!!!!!!!! !! !!
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NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 KNLSECRDILPHFGGHPMAAGMTLSIDSVDDLRSRLNTLANEQLSEEDFIPVTSIDGVFHLKDINLSSIAEMQLLAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!!!!!!!!!!!!!!!!!!!!! * !*!!!!!!! *! !*!!!!!!! *! !*** !! * !!!!!**! !!!!
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NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 GNAKPKVMIKDANIAAMRKIGSEQNHIKVTIENDGSSLDGIGFGLGHLHEHISPYSKLSVIGELSINEWNNIKKPQIFLQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !*!!*!** ! * *!!!! !*!*!! !* ! !!**!! !*!*!*! ! !**!**!!*!!!!!!! !!!!* *
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NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 DMAVNSWQLFDIRSLKRLERLQSVIPEANTTWLFFNEEYISKYKPFAG.ENMVKITSAEDAEDIKIEYSNVVLADLPPSK 639
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!!*! * ! ! *! ! * ! !* * * * ** !*! * ! ** *!! !*!!!
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NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 EILAQVFSGKKPARIYAHFYKEDSDFFSTLPTRDHFKWYFALIAKKGSIDIRRHGNDIAKHKGWSRETVDFMSQVFFELE 719
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus **!! * !! ! !!! *! ** *! !! ! !!!!!!!*! * !*! !***!! **!!!!!!! !!* !!* !!!*!

logo FVKI ENNGVI
LSLVNVNSGTASKTKRDLATDSQTYQALKQAQLQMYETLDEQSDKLLNYSSAFEQEQLKDEWFLDNEKLVMKQGQADSVEKALEYEASKTERERKTWT

NTDB id 1023632 AB2J53 RS20045 WP 368297265.1 FVKINNGVISLNNTSTKRDLADSQTYQLKQAQYTLESDLLYSSFQQLKDWFDEVMQGAVKLEEAKEEKWT 789
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus !!!! !!!*!* !!!! !!!!!! !! !* ! !!! !!*! *! ! **
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