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NTDB id 1023604 AB2J53 RS05710 WP 159344664.1 MPTITKITVQKKNTDRYNIYMDYGKGEEYAFSVDEDVLIKHQLKKGMELDEFSLNEIGYQDDIRKAYNRAIHYLSRRMRS 80
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NTDB id 1023604 AB2J53 RS05710 WP 159344664.1 ELAAAIRLCEKYSKKYARDSSKILKQKLEQMLMRKGFNFDIIQEAVTETEIDKEEDEELAALRFQAEKAKKKYANLPEFE 240
NTDB id 116 BSU 08520 NP 388733.1 QTREAVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYE 236
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NTDB id 1023604 AB2J53 RS05710 WP 159344664.1 YMQKMKQALFRKGFSFDLIEQFLSEEE. 267
NTDB id 116 BSU 08520 NP 388733.1 SAMKVKQFLFRKGFSLDLIEQLLQEEEY 264
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