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LWLQNGKKFLYLQRAGEKGNEVLAI
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NTDB id 1023502 AB3F25 RS09055 WP 373604365.1 MNVQDERIESVCLRADRLIGNVTSRNLFTGYGLFYKKEFMFALWLNGKFYLQAKNELAQQLMRSGCSPFTTNEVNRRFVL 80
NTDB id 1375 HI 0601 AAC22258.1 MNIKDEHIDSVCSLLDQLVGNVSFKNLFTGYGLFHKEETMFAIWQNKKLYLRGEGVLAIQLTKLGCEPFTTNELNKRFVL 80
consensus !!* !!*!*!!! ! !*!!!* *!!!!!!!!!*! ! !!!*! ! ! !! * !! !! * !! !!!!!!*!*!!!!
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LVERL
NTDB id 1023502 AB3F25 RS09055 WP 373604365.1 ADYYRLSSNIMGDESLLRKLFMLSIKQIQERRNALALSKANRLKELPNLSIKYERMLKKVDIPDVATLKSVGAENAIVRL 160
NTDB id 1375 HI 0601 AAC22258.1 SQYYALSDQILRSNRLCRKLIILSIKQILEQKLECTLRKLNRLKDLPNLTIKHERALIKVGITNVAMLREIGAENALVEL 160
consensus !! !! *!* !*!!! *!!!!!! ! * * ! ! !!!!*!!!!*!!*!! ! !! !* !! !* *!!!!!*! !
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RLLKKLNEVLWHRKANGFLKRGKYRKLVDDE
NTDB id 1023502 AB3F25 RS09055 WP 373604365.1 KKAGIPATLQTYWRIVAALHNKNCVLFTKSQKEILLKKLNEVLHKAGFRKYRKVDDE 217
NTDB id 1375 HI 0601 AAC22258.1 KKSGSGATLDFYWKLVCALQNKNSQMLSQAEKERLLKKLNEVWRKNGLKGYRKLDDE 217
consensus !! ! *!!! !!**!*!!*!!!* * * !! !!!!!!!! *! ! * !!!*!!!
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