
logo MKQKLI LMVKSKTRKTFLI FIVSYTASTLFFVYLVSLGLCFGSLGAPTLVFLNSVAGSTPSSTVLLFAAENAEEKVAEATETXAQSPVTEAHQSTMPVVQTVMTAQANQAEVEAQTAAVQAQTVPQTEKAEDGVMNVIAGSVDINVKTLVNINTASTAGESELIAQDKTAKSLLVKTGIGLAKKAEQAI
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTL..PLLANAEETAP...........AAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTL..PLLANAEETAP...........AAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSR..YT.FSLLFGLFSATTFAEEKVTTSTEHTPVVMQQVA.ATQKVNANVVNINTATASEIQDKLVGIGAKKAQAI 76
NTDB id 1023494 AB3F25 RS07540 WP 373603234.1 MKLVKTFISA.YVLGSALFNGSVFAAEKAAEPVA..MVQTANAETQQTADMGNKLNINTATAGEIQKALTGIGAKKAEAI 77
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLFTS.VVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAI 76
consensus * ******* **!* *** ***! ** * * * * * * *!!!!!*! !** ! !!!*!!!*!!

logo VEDQYREAKHNGKNPFLXTTHNVAIDEDQLLTNEVSKQGIGEKATVLRENKNARADCRLIAIVL IFLE
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 VDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 VDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1023494 AB3F25 RS07540 WP 373603234.1 VQYREKHGNFTTAEQLLEVQGIGKATLEKNRDRLAF. 113
NTDB id 1362 HI 1008 AAC22669.1 VQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus !*!!!**! !* ***!**! !!!*!!***!******
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