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MMKVLLKGQTLLALMI SLAS ILSSLWLLLLS I SAHFYVQS ITQTVQNQREHI
MLLHRLKLQAELQRTI

LQL IGKDI
LRRALGFRALNASGKLVI

TESTNL
NTDB id 1023482 AB3F25 RS03325 WP 373604315.1 ..............MISLAISSWLLLLISAFYVSTQVQNREILLRLKLQAELQRTIQLIGKDIRRAGFRALNSGVIETNL 66
NTDB id 1351 HI 0939 AAC22603.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNL 80
consensus **************!!!! *!! !!! !!*!!! ! !! **!!*!!!!!!!!!!*!!!!!!*!! !!!!!! * !*!!

logo

P
SLFELDEQGTAI F ILSQEDEGNAAPPNRSCAVLFFYDLDNGKKNGC IGKGSTPTKTYCAMKKNGNKRNTAS IKESSTTESELFGYKLVSNQKMI

VKTKLTYQSTAV
NTDB id 1023482 AB3F25 RS03325 WP 373604315.1 PLFELDEQGTAIFLSQEEGAAPRSCALFFYDLDGKGCIGKGTTKYCAKNNRNTAIETTSELFGYKLSQKMVKTKLTYQTA 146
NTDB id 1351 HI 0939 AAC22603.1 SLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSPKTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQSV 160
consensus *!!!!!!!!!!!!*!!!* !*! !! !!!!!! !!!!!!**! ! ! *!! *! !!!!!!*!*!!*!!!!!!!*

logo I PATHNCKTAEETCKRRTAFLQQQTACNAPGGGWARDSLLDENENEYE ITKRLQFDNWL I EGKGLMEQIKQLAKGNLKGQHTPHNIKSYETASLVI
V
G
VLWNQK

NTDB id 1023482 AB3F25 RS03325 WP 373604315.1 IPAHCKAEECRTALQQQACNPGGGWRSLLDEEEYEITKLQFDWLIEGKGMQIQLAGNLKGHPHIKYETALVIGLWNQK 224
NTDB id 1351 HI 0939 AAC22603.1 IPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK 238
consensus !! *! !! !* ! !! !!!*!!!! !!! !!!!!*!!! !!!!!!!* ! ! !!!! *!*! !!! !!* !!!!!
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