
logo MQYKGAMTLMVELL IGLAI IGS IALNSFAFVPLWKQTDNSPSKMTI LAKEQHRLYLFLRQIQARAENSSDEVWFLLVL IDNQRNLPATQREQWCLVSTAQ
NTDB id 1023481 AB3F25 RS03320 WP 373604092.1 MYKGATLMELLIGLAIIGIALSFAFPLWQTDNSKMILAKEQHRLYLFLRQIQARAENSSDVWLVLIDQNPATREWCVSAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus ! !! !!*!!!!!!!!! !!! !! !!! !! *! !!!!!!!!!!!!!!!!!!!!!!!!*!! *!! !*!! !!**!!

logo

L
VKNDNKQLTCDCLHNP I

TNCPKDEVYAHFYYPYFAPKNKTMNI LQSHPHKIYPKTAE IATRFDGI
VRNTFI EVATNRCF ISLQASEGDNERSTLVFLSFFNVGS ILKRLV

NTDB id 1023481 AB3F25 RS03320 WP 373604092.1 LKNDKLCDCLHPTNCPKDVYAHFYYPYFAKKTNILSPKIYPTAIARFDGVRNTFEANCFSLQSGDESTVFSFFNVGSLKL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus *!! !!!!*! !!!!*!!!!!!!!!!* !! ! ! *!!! ! !!!!*!!! !! !! ! !*! !!!!!!***

logo KTGNQFSDMSACANK
NTDB id 1023481 AB3F25 RS03320 WP 373604092.1 KTGQSMSACAK 171
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN. 170
consensus !! ! !!! *

X non conserved

X similar

X ≥ 50% conserved


