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MSH TPKLKIMLCMGVAVALLASGCQTSQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMMMGI
MSHTPKLKIMLCMGVAVALLASGCQTSQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDATANMMMGI
MSKWTINKTLGCA VGAF LSGCQTVPT IWKDPEK VKVRTQLAAEYI SGDLDSAKR LDQALKV P D ANMMMG

10 s A OB

LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD
LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD
LLQQEGS PNLEKA JYFJQRA [N} P NAQA NNYGTYLYQMKRYHDAI QLT AG LGYDQRYRALEN GRIYL LG

U LA O

TASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVN
IASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVN
ANAEKMFSQALQANRDSS SMLELAEI YLQQRIPAATGMYEQYVRTVGQKNQGARALWIG RVARANAD TGVQVLVN

e B HRY Sl TEAV

QLRALFPESPEYQRYLQLQYSTEA VWK
QLRALFPESPEYQRYLQLQYSTEAVWKEPLH
QLRIF P SSEYQRYLKLQYSTEAVWK 266

X non conserved
B similar
>507% conserved
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