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NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS. 239
consensus *!! ! ! ! !*** * ! *!*!***!! !!! ! ! * !*! ! !!! *!!* !! * ! *! !! *

logo EQGNGSLVDGWVGLMASVASEQLEQDGIASDHI
L
D
N
E
V
E
P
L
Y
E
K
A
K
I
M
S
YENS IVQSNSASYYLLEQDAI

T
F
G
D
QMRSNRMQI

LDELLEFLDEPESRLENEYI
V
E
T
Q
TRLENEL IKRQLKRKYGAEST

NTDB id 1022890 AB1501 RS09150 WP 002323268.1 EQNSVDGVGLAVSELQGIAHLDVEYEAIYENIQSAYYLLQDAIGDMSRQIDLLELDESRLEEVTQRLELIRQLKRKYGES 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 1022890 AB1501 RS09150 WP 002323268.1 IESILAYYDEITEELASSDFSEGQLDKMKEELEQKELLLQQQAADLHEARKKIAKELEKSILHELKSLYMENTEFEVRFL 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 1022890 AB1501 RS09150 WP 002323268.1 VSGRVAQAIADKISQISKYSQVLCITHLPQVAAVADYQYYIVKAVIDGRTQTSVSELKTKEREEEIARMLAGSEITKLTL 547
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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