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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1022716 DMB79 RS15975 WP 116155441.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.........DEGYGQSQEA..Y.....QRPAQQS 136
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.........EEGYGQSQEA..Y.....QRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.F.......GGNQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 1022716 DMB79 RS15975 WP 116155441.1 EGALQTRKWADQAGVERYTTEVVVN.VGGTMQMLGGRQ.GGG.APAGGNAGGGQQQGGWGQPQQ............PQGG 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQ............PAKQ 147
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAP..DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPAS..DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKP......AAQAEPPMDNFDDDIPF 180
NTDB id 1022716 DMB79 RS15975 WP 116155441.1 NQFSGGAQSQQRPAQNHSSTSNAPAQSNEPPMDFDDDIPF 185
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ..........PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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