logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RS07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1
384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO7715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

i

V

1

AR DTN AVRRReAR: e

1 )

e

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGK FAGRYRI KB IGRGGMADVYLA DLILDWEEVA KVLRTNYQTD@NIAVARFQREARAMA L HPWNIVINIMIDIG
MIQ GK FAGRYRI KEJIGRGGMADVYLARDLILDWNEEVA KVLRTNYQTD[N AVARFQREARAMA LEHPIIVE\IRIDIG

)0 ) e LR ATE

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQ LAMEYVRGEDLK YIN HAPLSNEEGRVRIME LEAMWLAHE GIVHRDLKPQN LLTEDGEAKVTDFGIAVA
PT1sl sx st 11

0SSR o DT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

Mol sl o

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK

QALENV IKATAKKL{& \7S|  MY@DLE  SLPEXYWIESKL F[! T
QALENV I ATAKKL)X NRY

S ..
& . . DENSPIR’S EBAAN AAQSLKNKTSNQD
[ e N N AR Pokosk D lsksk | D skskskskokokokosk |tk |oskoskoskok [ e B B * % % 5k 3k %k %k % Xk k%

160
160
160
160
160
160
160

240
240
240
240
240
240
240

320
320
320
320
318
318
318



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RS07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO7715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

S O P ONE

ARK T LAL ol A%

T
KVD. HKlKPKTKPEEKPK LAEE IFFILVA VL TYLIE . TKIE
* * % % %k k %k sk ok k ok ok | okok | * %k % k % * % % % 5k 3k %k % %k % % skokokokok |k sk | okiskskoskok |osksksksksk sk ik sk kok | %k

I flEESEES

BhactSE e UURTD AT e ettt e

(28l

* X kkkk Dskk | kkrk x| Poeskskok |l skoskskskskxk | kkk | kkkx | x| *xx | % ) Dsksksk skokoskoskoskok | oskosk sk ok sk ok ok ok ok k

o L .

L2 AT oL s SE| oyl

1 l)VKNI ijl NILKA

QXEDYBA*RK [ ﬁ)ArSéE

. Q
EGE l . TLNRKN SSSSHEYHDYNTGAKLBKAKIP
N GTV GQSPKPQKTYHPHSDKK. e TIRTAMGEMSSSRIBMAY . .DASDYSS IEHP
Uskokokok |+ % * % ok % ok * % * %k o % ok % ok Kok Xk Kk ok ok ok ok ok ok | Kok okokkokok | ok * % ok % %

Ve Tl o ety s S sueeria s e Teeec e

SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSEEGM
SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSIYEGM
SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYEGM
SEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSNYEGM

SERRI [eloSPRR(CNITIE] SERIT LV S S DSESEATTT

[EXE T T Dok Doskoskokskokokokk |k *kok ok |k ok ok 1 oskoskosk sk |k sk k ok k * % k kkokkkkk | kkxk

396
396
396
396
398
396
396

475
475
475
475
478
476
475

546
546
546
546
546
555
548

626
626
626
626
611
614
614



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1022604 AB1395 RSO07715 WP 367783210.1
467 HSISS4 RS06915 WP 021143821.1

384 SMU RS02325 WP 002263039.1

consensus

RS R ERVDLKTRUKIS YKKTTSAT

VVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
VVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP

VVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
VVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP

X non conserved
B similar
>50% conserved

659
659
659
659
627
624
616



