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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFICSILLALFRKYY.....LMIPILIVFAVFFLLINSLSIRDNE 73
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 ........MLKPIYLAFLVVLTYFVILIKSWVVILLALL.AVIALFRQYSKKAIIQTIIILTLFVAYFTFLGNKQIQLEK 71
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVF.LLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQ 79
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVF.LLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQ 79
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVF.LLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVF.LLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVF.LLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVF.LLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQ 79
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NTDB id 596 KW2 RS08720 WP 021037686.1 NQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQK 153
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 QLPSQVSTLRVIPDSISVDGDLLSARAEEGKQRYQLYYQLQTELEKEYFQNLNQLILLKVMASVEKPQGQRNFKGFDYKT 151
NTDB id 494 SM12261 RS04305 WP 000942409.1 NLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQA 159
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQA 159
NTDB id 189 SPR RS04300 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 223 SPD RS04540 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 264 KZH43 RS04200 WP 000942407.1 NLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
NTDB id 154 SP RS04735 WP 000942394.1 NLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQA 159
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NTDB id 596 KW2 RS08720 WP 021037686.1 YLASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIH 229
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 YLKREGIYGIVQVEKVNAIHLVAPQNPEEWVRLWRRKLLVHINQHFPEPMKHYMTGLLLGYLDKSFDEMSDIYTDLGIIH 231
NTDB id 494 SM12261 RS04305 WP 000942409.1 YLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIH 239
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 189 SPR RS04300 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 223 SPD RS04540 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 264 KZH43 RS04200 WP 000942407.1 YLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
NTDB id 154 SP RS04735 WP 000942394.1 YLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIH 239
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NTDB id 596 KW2 RS08720 WP 021037686.1 LFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLML 306
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 LFALSGMQVGFFVGIFRTILLRLGLLREHFLYVLLPFSFIYAGLTGFTISVVRSLLQAILSQFGLRKWDNLGTTILILFL 311
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 189 SPR RS04300 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 223 SPD RS04540 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
NTDB id 154 SP RS04735 WP 000942394.1 LFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 319
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NTDB id 596 KW2 RS08720 WP 021037686.1 ISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLP 386
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 LSPHFLVTTGGVLSFAYAFILSTLDL..DTLSGCRKAVVESMVLSLGILPLLVFYFGTFQPLSILLTAFFSVIFDVFLLP 389
NTDB id 494 SM12261 RS04305 WP 000942409.1 VMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
NTDB id 189 SPR RS04300 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 223 SPD RS04540 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 264 KZH43 RS04200 WP 000942407.1 VMPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLP 396
NTDB id 154 SP RS04735 WP 000942394.1 VMPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLP 396
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logo LLLSCLVICVLLFALVAILSPF ILGHVYFSPLSVDLI FNQFLNPFCI FQYEFIWLESWGLVMIVIHRFKWLTVDVSHLQLPVLSATHPRSYRPFLVLFGKSQPSNLSATLTWEIVLLLI ILMLFLVI LS ILGSAVLFVHVYDFSLFWRHSKDHNKIKGLKRRLFYATCFVFLLVCSGILFVLVI FVTALGFLF
NTDB id 596 KW2 RS08720 WP 021037686.1 LLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFF 466
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 LLSLVLLASPIVSLDFFNPCFYFLESVIRWTVHLSPRPLVFGSPNLTVLLLMLISLSVVHDFWHDKKLRYCFLIVVVALF 469
NTDB id 494 SM12261 RS04305 WP 000942409.1 LLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLF 476
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLF 476
NTDB id 189 SPR RS04300 WP 000942407.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 223 SPD RS04540 WP 000942407.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLF 476
NTDB id 154 SP RS04735 WP 000942394.1 LLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLF 476
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NTDB id 596 KW2 RS08720 WP 021037686.1 FITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALPQ..KNWQKAQTQSNADKTLIPYLESMGVAHIDQLIL 544
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 AVTKNPLENEVTVLDVGQGDSIFIRDIRG.KTLLIDTGGRVDFTQ.KEEWRRRQKTANAERTSIPYLKSRGISSIDQLVI 547
NTDB id 494 SM12261 RS04305 WP 000942409.1 FLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLIL 555
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLIL 555
NTDB id 189 SPR RS04300 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 223 SPD RS04540 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLIL 555
NTDB id 154 SP RS04735 WP 000942394.1 FLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLIL 555
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NTDB id 596 KW2 RS08720 WP 021037686.1 THTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIV 624
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 THTDADHMGDMAVLAKQFNIKEVLVSPGALTNLSFVNELKSLKIKVGLLQAGDQIAIMGSSLQVLYPWDQGDGGNNDSLV 627
NTDB id 494 SM12261 RS04305 WP 000942409.1 TNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLV 635
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLV 635
NTDB id 189 SPR RS04300 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 223 SPD RS04540 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 264 KZH43 RS04200 WP 000942407.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
NTDB id 154 SP RS04735 WP 000942394.1 TNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLV 635
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NTDB id 596 KW2 RS08720 WP 021037686.1 TYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLET 704
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 LYGKLLDKRFLFTGDLEVDGEKSLMLRYPNLPVDILKAGHHGSKGSSDPDFLKHIGAKVVLISAGLNNRYHHPNDETLER 707
NTDB id 494 SM12261 RS04305 WP 000942409.1 LYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTR 715
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTR 715
NTDB id 189 SPR RS04300 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 223 SPD RS04540 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 264 KZH43 RS04200 WP 000942407.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTR 715
NTDB id 154 SP RS04735 WP 000942394.1 LYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTR 715
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NTDB id 596 KW2 RS08720 WP 021037686.1 LAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 1022599 AB1395 RS07055 WP 367784239.1 FEAEKMMVYRTDQEGAIRYRGI.KSWKVETVR 738
NTDB id 494 SM12261 RS04305 WP 000942409.1 LETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 LEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 LEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 LEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 LEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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