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NTDB id 1022597 AB1395 RS07000 WP 218653508.1 VTLNRVDEFGEFTVLRVNFALIKRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALK 237
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NTDB id 414 AAK55818.1 838..2187( ) ETVAPDFIKVSLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE..KEKKYELVRDYPINS 318
NTDB id 1022597 AB1395 RS07000 WP 218653508.1 EAVAPGFIRVSLDETNRMMRMITDLLSLSRIDNNNSELEVELTNFTAFITYILNRFDRIKLQETHAGKSYDIKRNYDLTP 317
NTDB id 375 SMU RS06880 WP 002262929.1 ESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQS.TNKVYEIIRDYPDKS 318
consensus !*!!! !!*!!!!!!!!!!!!*!!!!*!!*!!!**!*!*!!!*!!!!!***!!*!!!*** !** ! !***!*!** *

logo

I
VWMI E IDNTDKMTQVFIVDNI LNNAIKYSPDGGEKVIKTI

V
R
S
TMKQRTTEDDTQML IVLSVI SDHQGLGIPKQKDLPRL I FDRFYRVDRKARSRAQGGTG
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