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NTDB id 1022586 AB1395 RS03995 WP 367784044.1 MKTKKKSLLSQSLPFLKGFRFVFVLAIMFTICSSIITVIGPDKLKEITDIITEGIVATVDMAKIKDIGFQLALLYGGGAL 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus ! !!!!!!!! !*!!!** *! !!**!!!*!! !!!!!!!*!!!*!! *! !* * *!* !! *!* !!!!! *!!!

logo

L
VSYSTASF I IVSTLMIQHKFSQRLMRI

NAIADEKINKRVPLKSYFDASHSQGDTLSRVTNDVDLNMTQASFLNQSLTVSTLMVASAS IS IVLL IVGS I FIMM
NTDB id 1022586 AB1395 RS03995 WP 367784044.1 LSYSASFIISTMIQHFSQRMRIAIAEKINRVPLSYFDAHSQGDTLSRVTNDVDNMTQALNQSLTTLVSSSVLLVGSIIMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus *!!*!!!!*!!*!!*!!!!*! !!!*!!!*!!! !!! !!!!!!!!!!!!!!! !!! !!!! **! *!!*!!! !!
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NTDB id 1022586 AB1395 RS03995 WP 367784044.1 FKTNGIMAGTAIGSVLLGFLLSMVIMMKSQPFFKRQQDNLAAINGYVEETYTGHNLVISYNAREQAKTRFEELNQNLYSS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !!!! *!*!!! !! !!*!! !!! !!!! !!*!! !!! * !!!!! !*!!!*! !!!! ! ! !! !! *!* !

logo MWKQSQFFSGIMMPLMMQF IGNFGYVMVC I
LVGAKTLMAVIDNGDITMGTIVAFMTYVR I FSTQP I
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NTDB id 1022586 AB1395 RS03995 WP 367784044.1 MWQSQFFSGIMMPMMQFIGNFGYVMVCLVGAKLVIDGDITMGTIVAFMTYVRIFSQPLGQMAQGATQMQTVSATMGRIFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !! !!!!!!!!!!*!!!!!!!!!!!!!*!!! * ! !!!!!!!!!!!!!!!!!!*!!**!*!!! !!*!* ! !!!*!!
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NTDB id 1022586 AB1395 RS03995 WP 367784044.1 FLDAPEMEDESSKNQQLLDIKGHVDFDHVTFGYTPEKTIIKDFSAQAKPGQKVAIVGPTGAGKTTIVNLLMRFYEINSGS 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !!! *!*!!! *! !! * !*! !!*! !!!*!*!!!!*!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!!* !
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VHDMTREKEVHDNAFASMVLQDTWLFEGTI

VKENL IYNQKTHITDEQVI
V
A
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VHHF IKMTLPKGNYDSTVLDDSTLVTL
NTDB id 1022586 AB1395 RS03995 WP 367784044.1 ISIDQVNVHDMTREEVHNAFSMVLQDTWLFEGTIKENLIYNQTHITDEQVVEAAKAVGIHHFIMTLPKNYDSVLDDTLTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus !!!! !!*!!!!! !!! !! !!!!!!!!!!!!*!!!!!!!! !!!!!!!* !!!!!!*!!!! !!!! !!*!!!!**!!

logo SVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 1022586 AB1395 RS03995 WP 367784044.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDEQTLMATENGFYADLYNSQFETEVAEVA
NTDB id 1022586 AB1395 RS03995 WP 367784044.1 HETLMTENGFYADLYNSQFEVA.. 582
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA 584
consensus !* !! !!!!!!!!!!!!! **
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