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LYDAL I EQNAFCYLGAENGAPDTDKFVIAKENNQKAKLKRDQLQNLSKEEWRRASYFQFVI F IKASTQTS
NTDB id 1022571 AB1395 RS00780 WP 218653896.1 MNFEKIESAYQLILENTQLIENDIKTNIYDALIEQNAFYLGAENAPTKVAENNQALKDLQLSKEEWRRAYQFVFIKASQT 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!*!*!*!**!****!**!!!!!!!!!*!!!!!*!*****!!!**!**!*!!!!!!!!**!!*!!!!*!*
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NTDB id 1022571 AB1395 RS00780 WP 218653896.1 EKLQANHQFTPDAIGFLILYLLENLTSQEHLDVIEIGSGTGNLAQTLLNNSNRDLDYLGLELDDLLIDLSASIAEVMGAN 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!*!!!!!!*!!****!!*!!!!!!!!!!!*!**!!!****!!*!*!*!!!!!!!!!!!!*!****

logo VSHFVQEDAVRPQI LKESDI
V I I SDLPVGYFYPNDAKIAKQRYQVAATKDLEGHTYAHHLLMEQSLKYLKKDEGLAI LFLAPTVNDLLTSGEQ

NTDB id 1022571 AB1395 RS00780 WP 218653896.1 VSFVQEDAVRPQILKESDVIISDLPVGYYPNDAIAKRYQVAATDEHTYAHHLLMEQSLKYLKKDGLAILLAPTNLLTSGQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus !*!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!*!!*!!!!!!***!!!!!!!!!!!!!!!!!!*!!!!*!!!**!!!!*!

logo SDPLLKKWLAQGNYNAVDTI LAVITSLPETALI FGKNQPKASNAIKSLI FVLQKKQASKQTQKSPLETSFVYHPLSTDI
LQNDPE I

VLQRDRFMEKNLFKI
KWKDEDNAVI

F
NTDB id 1022571 AB1395 RS00780 WP 218653896.1 SDLLKKWLAGYADILAVITLPETLFGNPANAKSLFVLQKQAKTKPETFVYHLSDIQNPEILQDFMENLKIWKDDNAI 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!!!!*****!!!!!*!!!**!****!*!!*!!!*!!*****!*!!!*!*!*!*!!*!**!!*!*!*!!*!!**
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