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LNSRVAVLTVGRLTKRDPVEDLRYTPQSNSGTAAVAGSTFSTMLAVDNRTQFRTSNQASNGDERETADF INCVTIWRRKQSAENVFANFLTKKGSLAVGVEDGHR I

LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1022535 AB1187 RS00065 WP 005685676.1 MLNSVALTGRLTRDVDLRYTQSGTAVGSFTLAVDRQFRSANGERETDFINCVIWRKSAENFANFTKKGSLVGVEGHIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo

T
NYDENAQQGQKRVFYVTEVQVAVDESNVFAQSFLLEPSKRANTGTGTEGQSQRPQGSDEGPAGNSPQSAGNFGNQYGNSENGQSNNSYGGSGQYQSFGFGNGNTSQNPDQNPFPSFGGSNQGAPSTAPSSNPGQQ

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS......GSGGYNEGNSGGGQYFGGGQNDNPF..GGN............. 139
NTDB id 1022535 AB1187 RS00065 WP 005685676.1 TYDNAQGQKVYVTEVVVENFALLESRATTQQRPSEPANPAGQGNQNYGGGQQFGNNQPQNPPSFGSQGAPSTAPSSNPGQ 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN.GSQQSGFTSP....................QQ 139
consensus *!*!*!!!*!*!!!!***** *!!** ** ** * * *** *** *!*!**! ** ** * * *
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GNANSAFTQNADPDPFANDNGQKAP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 .....QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1022535 AB1187 RS00065 WP 005685676.1 NQNPAAGQNQGNNGNAANPDPFANNGKPIDISDDDLPF 198
NTDB id 624 LCA RS00040 WP 011373726.1 T.......GNAPAANNTQADPFANNGQAIDISDDDLPF 170
consensus *******! * !!!!!*!**!!!!!!!!!!
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