>

e N T

e KK KK gg¢iKKED§5§§gAL@éA.LKB.

NTDB id 1022320 AB1PO7 RS00645 WP 002658212.1 ....... MSKLKEKREKAVVGIERAS S

NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNF..DDITKKYGA MRLG S

NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKL. .EEISKKFGA IMRLG S

NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK..... PKKL. .EEISKKFGA IMRLG S

NTDB id 194 SPR RS08825 WP 001085462.1 MAKK..... PKKL. .EEISKKFGA IMRLG S

NTDB id 159 SP RS09750 WP 001085462.1 .MAKK..... PKKL. .EEISKKFGA IMRLG S

NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK..... PKKL. .DEISKKFGA IMRLG S

NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK..... PKKL. .DEISKKFGA IMRLG S

NTDB id 453 Spy49 1753c ACI62003.1 .MAKK..... LKKN. .EEITKKFGD MRLG S

NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR..... IKKT..EEITKKFGD S

NTDB id 115 BSU 16940 NP 389576.2 ... ... . . P|

NTDB id 625 LCA RS02525 WP 011374196.1 .. ... . . ... . S

NTDB id 1313 DR RS12030 WP 010888966.1 ....... MSKDATK S GSLELD
NTDB id 1245 Cj1673c YP 002345041.1 ... . . . GS
NTDB id 1211 C694 RS00795 WP 000963128.1 ........... . ........ S GSL
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ........... .. .. ..... S GSL
NTDB id 1334 RAOC RS04870 WP 004918236.1 .......... MAKT....ETTSPND i§ GSL
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV. .. .VKQVEPEQ IEKNFGKG IM S GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1 ............ ... ... .... TEKNFGKGEIM S GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1 ........... ... ... ... TEKSJFGKGEIM S GSL
NTDB id 1123 OK783 RS03845 WP 003688695.1 ...................... IEKNFGKGEIM S GSL
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........ K....KAASMSA IM S GSL
NTDB id 1165 A1552VC RS01565 WP 000344154.1 . ....... ... ... .. .. ..., IEKNFGKG S GSLBJLD
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ... .. . ... .. IEKWNFGKG IMRLG S GSLBJLD
NTDB id 1022 ACIAD RS06390 WP 004925639.1 . ... ... . ... MRLG S GSLMLD
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ... ... ... .. ... ..., MRLG S GSL@LD
NTDB id 1205 PSJM300 05545 AFN77183.1 ... i S GSL LD

consensus

skkoc bk D skosksk bk

k1%

RN



ATl ot peL LS H e

NTDB id 1022320 AB1P07 RS00645 WP 002658212.1 EI GPESSGKTT AQKGGAFIDAEHALDPYALGVN SQPD GEQALETIM pEIL 153
NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT AJNUQKIZGGIWNAF IDAEALDPIAY ARNLGVN SQPDWGEQ 152
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT ANFNQKIRGGIWNAF IDAEHALDPYY ARWALGVN SQPD GEQ 151
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANENQKINGGINNAF TDAEHALDPENY ARWALGVN SQPD GEQ 151
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANFNQKIZGGINNAF IDAEHALDPEYY ARWALGVN SQPD GEQ 151
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANENQKINGGIWNAF IDAEHALDPEYY ARWALGVN SQPD GEQ 151
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ANENQKINGGINNAF TDAEHALDPEYY ARWALGVN SQPD GEQ 151
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT AFAQKINGGIWAAF IDAEHALDPINY ARWALGVN SQPD GEQ 151
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANENQKINGGINNAF IDAEHALDPENY ARWALGVN QPD GEQ 151
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPEYY ARWAL GVN SQPD GEQ 151
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIUQNNGGNENAF IDAEHALDPNY A[MMLGVN SQPD 136
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRUQKNGGIWNA IDAERJA DPISY AYWALGVN SQPD 138
NTDB id 1313 DR RS12030 WP 010888966.1 GRIEIYGPESGKTT SQPDNGEQALE T} 150
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT l SQPDIJGEQALETIYY 137
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT L SQPD GEQALETI)® 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT L SQPD GEQALEI)® 139
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT SQPDNGEQALETIfA 146
NTDB id 1389 A4U84 RSO07560 WP 021112712.1 EIYGPESSGKTT SQPDNGEQALETI[e 154
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT SQPD GEQALETI[e 138
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT SQPD GEQALETI[e 138
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT SQPD GEQALEI[e 138
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT SQPD GEQALEIN 146
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT SQPD GEQALEI[e 137
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT SQPD GEQALETI[e 137
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INGAFIDAEHALDPYARRMLGV DWNLL SQPDBIGEQALETINN 137
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFTDAEHALDP@YAIRMSLGV DNLL SQPDIYGEQALET)N 137
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIjy 137

Pl Lar UL D DD % 1ol Lo ko Dk LITxl Lo 11

consensus Plokokoskoskok Dok DU Dk DD Dk bk bk skokok D kok



logo

N

50, 5 L Sl ol ALY E T AR

NTDB id 1022320 AB1PO7 RS00645 WP 002658212.1 |DASSRIANISATF.V.NET =31 aBNe i ileprs] () des Hay:v:} . 232
NTDB id 600 KW2 RS01765 WP 011675413.1 D VV DSVAALWMPKAEI G MGDSHVGLQAR MSQA . 231
NTDB id 269 KZH43 RS08665 WP 001085462.1 D VVVDSVAALWYP GDIGDSHVGLQAR MSQA . 230
NTDB id 228 SPD RS09265 WP 001085462.1 D VVVDSVAALNP GDHGDSHVGLQAR MSQA . 230
NTDB id 194 SPR RS08825 WP 001085462.1 D VVVDSVAALWYP GDIGDSHVGLQAR MSQA . 230
NTDB id 159 SP RS09750 WP 001085462.1 D VVVDSVAALWYP GDHMGDSHVGLQAR MSQA . 230
NTDB id 499 SM12261 RS08315 WP 078228268.1 D VVVDSVAALWYP GDHMGDSHVGLQAR MSQA . 230
NTDB id 527 SMSK321 RS11065 WP 001085454.1 D VVVDSVAALWNYP GDIGDSHVGLQAR MSQA . 230
NTDB id 453 Spy49 1753c ACI62003.1 D VVVDSVAALWP GDMGDSHVGLQAR MSQA . 230
NTDB id 408 SMU RS09530 WP 002262392.1 D VVVDSVAALWYP GDIGDSHVGLQAR MSQA . 230
NTDB id 115 BSU 16940 NP 389576.2 D VVVDSVAALWMPKAEI GDMGDSHVGLQAR MSQA . 215
NTDB id 625 LCA RS02525 WP 011374196.1 D VVDSVAALWP AEI G MGD HVGLQAR MSQA . 217
NTDB id 1313 DR RS12030 WP 010888966.1 D VVVDSVAALWP AEI GDMGDSIBJGLQAR MSQA . 229
NTDB id 1245 Cj1673c YP 002345041.1 D VVDSVAALWPKAEI GDMGDNHVGLQAR MSQA 217
NTDB id 1211 C694 RS00795 WP 000963128.1 D VVVDSVAALWPKAEI GDMGD[NHVGLQAR MS|IA 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 D VVVDSVAALWPKAEI GDMGD[NHVGLQAR MSJIA 219
NTDB id 1334 RAOC RS04870 WP 004918236.1 D VVVDSVAALWPKAEI GDMGDS GLEIAR MSQA . 225
NTDB id 1389 A4U84 RS07560 WP 021112712.1 D VDSVAALWWPKAEI GDMGDSH GLQAR MSQA . 233
NTDB id 1130 NGFG RS03960 WP 003688695.1 D VVVDSVAALWMPKAEI GDMGDSHVGLQAR MSQA . 217
NTDB id 1124 NGFG RS03960 WP 003688695.1 D VVVDSVAALWMPKAEI GDMGDSHVGLQAR MSQA . 217
NTDB id 1123 O0K783 RS03845 WP 003688695.1 D VVVDSVAALWMPKAEI GDMGDSHVGLQAR MSQA . 217
NTDB id 1427 RS RS02760 WP 011000510.1 D V DSVAALWYPKAEI MGD [WHJGLQAR MSQA . 225
NTDB id 1165 A1552VC RS01565 WP 000344154.1 D VVDSVAALWPKAEI MGDSH GLQAR HSQA 216
NTDB id 1142 GTF74 RS11550 WP 000344154.1 D VVDSVAALWPKAEI MGDSH GLQAR |BSQA 216
NTDB id 1022 ACIAD RS06390 WP 004925639.1 D VVDSVAALWPKAEI MGDSH GLQAR MSQA 216
NTDB id 1074 ABD1 RS10195 WP 000344167.1 D VVDSVAALWPKAEI MGDSH GLQAR MSQA 216
NTDB id 1205 PSJM300 05545 AFN77183.1 D VDSVAALWYPKAET MGD HVGLQAR MSQA 216
]

consensus

Tl

EREE |

F1TH 1 Lk |

PITERT skl |

T



VSR e TN sl 15 Sl AN

NTDB id 1022320 AB1PO7 RS00645 WP 002658212.1 R IEQVTRS K VKNKVAPPF 310

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS KVVKNKVAPPF N 310
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 159 SP RS09750 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 309
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 309
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 290
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . . .. KVVKNKVAPPF IMYG GIS D 292
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 305
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF M GEG S [9AGEL [|»M{ 292
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH BIKVVKNKVAPPF IM GEGIS [3GE DM 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH BKVVKNKVAPPF IM GEGIS GE DAY 294
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S QYGE |y 305
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS [EL | 308
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF IIMYGEGIS|JAGEL |y 292
NTDB id 1124 NGFG RS03960 WP 003688695.1 BRTGS....I.KKGEEV KV KNKVAPPF D 292
NTDB id 1123 OK783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 292
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF IIRYGAG S |AGE |y 300
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF D 291
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 291
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 291
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 291
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 291
]

consensus Pokokok | * 1% * ookckokok Dok DD b D% kokok |k | % * * kokok | Dekokx



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1022320 AB1PO7 RS00645 WP 002658212.1

600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

YIMFAKIGQG
YIMFNKIGQG
YIMSFAKIGQG

YINEK IGQG
YIEWK IGQG
YK IGQG
YNENKIGQG

éDE|QmQ|BgK

b bRt By e e aiSRECE  BBes VEEEV. LDLeDELE

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED

IDGEEVSEQDTENKKDE. . .PKKEEA..VNEEVPLDLGDELE
IDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELE

IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELE
IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELE
LEESEEESAMAVASE....... E....... TDDLALDLDNGIE
IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIE

MAATRAGNAGEAPALAPAPAAPEAAE. .A. . ... i

EGMI..... SGSEDD. .EGE. .E....................
SNEEI..... MPLPDE. .PLE. .EME..................
SNEEI..... MPLPDE. .PLE. .EME..................

..... VLKATASDSND. .ESDVEEFSEEEL.........
..... TEGTQDETDGE..R......PEE...........
..... TEGTQDETDGE..R......PEE...........
..... TEGTQDETDGE..R......PEE...........

..... AVTLA.EEVEE..D. ... ... ...
..... QLIAETSSAAD. .DVEFGAVPEEF..........
..... QLIAETSSAAD. .DVEFGAVPEEF..........
..... QTAA.HDETEE. .EPDLL. .ES............
..... GAVQ.I.EDEE..EPDLL..LES...........

..... TKATPVAEDLA. .DADI.................
* %

365
387
383
383
383
383
379
379
375
380
348
355
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

1ELEE
NTDB id 1022320 AB1PO7 RS00645 WP 002658212.1 ... .. 365
NTDB id 600 KW2 RS01765 WP 011675413.1 ..... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEIEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEIEE 384
NTDB id 453 Spy49 1753c ACI62003.1 IED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 LED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ..... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ..... 355
NTDB id 1313 DR RS12030 WP 010888966.1 ..... 363
NTDB id 1245 Cj1673c YP 002345041.1 ..... 343
NTDB id 1211 C694 RS00795 WP 000963128.1 ..... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 ..... 343
NTDB id 1389 A4U84 RSO7560 WP 021112712.1 ..... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..... 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 ..... 348
NTDB id 1427 RS RS02760 WP 011000510.1 . .... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1  ..... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..... 349
NTDB id 1205 PSJM300 05545 AFN77183.1  ..... 347

consensus

X non conserved
B similar
il >50% conserved



