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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1022242 AB2N10 RS15535 WP 354623278.1 MFNRSVNKVVLVGNLGKDPEMRYMPNGNAVANLTLATTESWKDKQTGDRQEKTEWHRLTVFNRLGEMCGEYLKKGAKIYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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QMMLDGSGRASNPQSEAGQNGSDGFQGGMAGPAYDEQAENGNYAGGQAMSNQNVEPQANAPQGQGQSGSYWNGQNQRAPQAPAQPQTASAKNRAYQHNPQGMGYASDPANY
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYEEGYGQSQEA.....YQRPAQQSRQP........ 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYDEGYGQSQEA.....YQRPAQQSRQP........ 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVL....QMLDSRSSGGDFGG...........NQGSGWNQAPAQTNYNQGGYSDNY 143
NTDB id 1022242 AB2N10 RS15535 WP 354623278.1 EGKLQTRKWQGQDGQDRYTTEIVVDEIQ....MMDSRNPASGQAPYQANNAQANNQAPQQSWGNAPQQAAAPQM..APAY 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQ...GGMNVPAQQGSWGQPQQPAKQH........ 148
consensus !!****!!*!***!**!********** !***!* *** *** ** * **** ******
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ...AS............DAPSHPQEAPAAPRRQPVPA.AAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...AP............DAPSHPQEAPAAPRRQPVPA.AAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNN.........FNGGNATR....PQ.PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1022242 AB2N10 RS15535 WP 354623278.1 RQPQQAAPQQAAPAYQQPAPQQRQPASQAPQQAPAPYNE.PSMDFDDDIPF 204
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ............QPMQQ.........SAPQQYSQPQYNE.PPMDFDDDIPF 177
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