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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLATSAS.....KTKPATKKTHQAATKKKGGFVDI 75
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIEKIKE.YKIIVICTGLGLLVG.GFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDV 78
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIEKIKE.YKIIVICTGLGLLVG.GFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDV 78
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIEKIKE.YKIIVICTGLGLLVG.GFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDV 78
NTDB id 1022043 ABZM97 RS13115 WP 202327126.1 MNWLYL...H.KKAIILAASAAAFIAVIFVLASGENKEPVKQAVS.....TE.....TENTEVKQEAVKDE.NDTIVIDI 65
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQ...H.KKAIILAASAAVFTAIMIFLATGKNKEPVKQAVP.....TE.....TENTVVKQEANNDESNETIVIDI 66
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NTDB id 613 LCA RS05340 WP 231952379.1 KGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQE 155
NTDB id 263 KZH43 RS04195 WP 000387330.1 KGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ................. 140
NTDB id 222 SPD RS04535 WP 000387330.1 KGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ................. 140
NTDB id 188 SPR RS04295 WP 000387330.1 KGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ................. 140
NTDB id 1022043 ABZM97 RS13115 WP 202327126.1 KGAVQHPGVYEMRTG.DRVSQAIEKAGGTGEQADEMQVNLAELLQDGIVVYIPKKGEETTMQQ................. 127
NTDB id 105 BSU 25590 NP 390437.1 KGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQ................. 128
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NTDB id 613 LCA RS05340 WP 231952379.1 QASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...TGLGTA.SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 ...TGLGTA.SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 ...TGLGTA.SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 1022043 ABZM97 RS13115 WP 202327126.1 ...GFGGAVKSDGGKEAPVNINTATLEELQGISGVGPSKAEAIIAFREENGRFQTIEELTKVSGIGEKSLEKIKSSITVK 204
NTDB id 105 BSU 25590 NP 390437.1 ...GGGGSVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
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