
logo MDQAPAAVCLMTI
NCR INQLLSPSLLLKWWKADPSMSLTSPMVLEQTVTRDGKQI

R
E
KAAALKNEKI EKQFHYPKLPQRVLAASYHREQGI INPTIP I

NTDB id 1022024 ABZM97 RS08850 WP 367387395.1 MDQPAACLMNCRINQLLSPSLLLKWWKADPSMSLTSPMLETVTRGKREAAALKNKIEKHYPKLQRVLASYHEQGIIPIPI 80
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTVTRDQIKAAALKNEIEQFYPKLPRVLAAYREQGINTIPI 80
consensus !!!*! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!! !! *!!!!*!!!! !*!!!! *!!!

logo SSKQYPFWLKQSTIYDPPAVLFAKGDMATLLSEKGRKIG IVGTRNPTAYGKMHQVVNHLTKE I
LCRKEGWVIVSGLASGIDGMSHAAS

NTDB id 1022024 ABZM97 RS08850 WP 367387395.1 SSKQYPFWLQTIYDPPAVLFAKGDMALLSEGRKIGIVGTRNPTAYGMHVVNHLTKELCRKEWVIVSGLASGIDGMSHAAS 160
NTDB id 114 BSU 16110 NP 389493.1 SSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAAS 160
consensus !!!!!!!!! *!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!! *!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!

logo IKAKGRTIGVIAGGFHQHIYPRENLQLADNHMAKHHI LLSEHPPETKPQKWHFPMRNRI I SGLSEGI
V IVVQGKEKSGSL ITA

NTDB id 1022024 ABZM97 RS08850 WP 367387395.1 IKAKGRTIGVIAGGFHHIYPRENLQLANHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGIIVVQGKEKSGSLITA 240
NTDB id 114 BSU 16110 NP 389493.1 IKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITA 240
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo YQALEQGREVFAVPGSLFDPYAGGP IKL IQQGAKAIWSAEDI
VFEELPERNVQYTEPF

NTDB id 1022024 ABZM97 RS08850 WP 367387395.1 YQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDVFEELPERNVQYTEPF 297
NTDB id 114 BSU 16110 NP 389493.1 YQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!
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