
logo MIKNKCYFIHR I
Y
R
SS ITASRLAARSESQSMMRGYSEQSSSSCAQTKLARFRLVNTPRARSGFTLVELLVAS IA I FA I

VLSLLGWKI
VFDYLLKVRD

NTDB id 102151 AYJ52 RS13485 WP 017386829.1 MIKNKCFRYSSTASRLAARSEQMMRGYSEQSSSSCAQTKLRFVNPRSGFTLVELLVSIAIFAILSLLGWKVFDYLLKVRD 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSS..................ARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRD 62
consensus !!!!!* * ! !!!!!!!! ****************** * * !!!!!!!!!! !!!!!*!!!!!!!*!!!!!!!!!

logo RNATEQHEVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGQLHRPALE IDNQI

VLRFSKAGVTDPLKQGLSPFER I EYRYDAPDQKKL
NTDB id 102151 AYJ52 RS13485 WP 017386829.1 RNTQHEVQLFELQDAYQQVLRDTLQIIPLSANQGGQLRPALEIDNQVLRFSKAGVTDPLKQGLSPFERIEYRYDPDQKKL 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 RNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKL 142
consensus !! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo YRLKYSTNLNTSNREQPLSSTLLSQVDEQFYQIMVLTPQEVI
TKWPEVNIDPTKPDNEFLKRKLPKGIKI

MQLTVAGVNSYEWIYSLNQ
NTDB id 102151 AYJ52 RS13485 WP 017386829.1 YRLKYSNLNTSNREQPLSSTLLSQVEQFQIMVLTPQEVIKWPEVNIDPTKPDEFRKLPKGIKMQLTVAGVSYEWIYSLNQ 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 YRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQ 222
consensus !!!!!*!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!! !!!!!!!!!!!! ! *!!!!!!!*!!!!!!! !!!!!!!!!

logo GDLSLSKQEQGDNQS
NTDB id 102151 AYJ52 RS13485 WP 017386829.1 GDLSLSKQGDQ 251
NTDB id 1076 ABD1 RS08075 WP 000594585.1 GDLSLSQEGNS 233
consensus !!!!!! !
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