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NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1021457 AB1S65 RS07250 WP 280947733.1 MFTNYFKLCLSAGL.LLLASLVNGAALTDMQFAEMPGEKAEIKMQFDSVPSVPQGYTIEQPARIVLDFANTTNTLAKKKY 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNR 79
consensus !* *********** **** ***** **********!***!****!******!**!**!*!*!**!!****** !* ***

logo

E
P
S
L
V
T
A
S
V
T
G
N
G
N
E
T
V
A
E
R
SSAIVTVDVLSVTDESADGKDDGKQKRASTRVLVITI

VNLATKNTDTALSVGPSAYFKTTRVEGNANVTLFFIVLEVKVIGNNSEISAPSQASTTGSNASTYKAVPVALARSPTVASVAPAVPEKYASASSPAVPAASSYADQSPS IVKSNPEKEPYV
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPVATS......AP............... 139
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPLPVV......S................ 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPLPVV......S................ 138
NTDB id 1021457 AB1S65 RS07250 WP 280947733.1 SVSVGGVESAVVLDAGGKTRLIVNLANLVPYKTRVEGNALIVEIGSESSGAYAARVSAAPEYSSSV.AASDSSVSNEEY. 157
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPV..KASPAPASYAQPIKPKPYV 157
consensus ********!**!**** **!***!!** ****!!!!!! ******* **** ** * *

logo

P
A
A
P
S
Q

G
Q
S
P
A
R
Q
A
G
V
I
G
R
S
L
N
V
IDGFRQRGAESKVQGEGKNLVI

V I
V
S
DLQSTLDNGTPSTNLVTDSPPVDI

VQEQVQSGGSGKI
V
E
R
V
L
V
I
D
RTFAPIDKGI

TQKLIPDETASHLRAVRKRLDNTVI
K
T
NDFATPVAQSFMSVINSDSASYAINEQDSGKDNSGNRSVTGSV

NTDB id 1009 ACIAD RS15175 WP 004923730.1 APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGV 219
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGV 218
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVM 449
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 DNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTA 588
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 PSPFVDLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSG...AT 591
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYA.QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKV 667
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAA.PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAA.PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
NTDB id 1021457 AB1S65 RS07250 WP 280947733.1 TTSFKEAVLKLDVTPQITPDNRVIMDLIINQDSISSIDSNSGIPVIDITQLETQVLVADGETIVLGGIYTTSTFTGETKV 688
NTDB id 1193 PAKAF RS26665 WP 003161249.1 STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKV 671
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 PFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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