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NTDB id 1112 NGFG RS09215 WP 003689811.1 70
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 69
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NTDB id 1198 PSJM300 03950 AFN76868.1 66
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 DITIFTRQ ATM 147
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NTDB id 1198 PSJM300 03950 AFN76868.1 ATM KAGVPL Q F I 146
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