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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 .MTTQPKVLVIDDEPDIRELLTITLSRMDIAADTAADVAEAKAQLSKNKYNLCLTDMKLPDGNGIDIVHYIQQHSPSLPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK.VEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 ALITAHGNMDIAIQAMKAGAFDFLNKPVDLASLRKLVATAIASSE.LP...EEECDENTRIIGKSPAIQKLTGSIKKLAR 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN.PE...AEEAPVDNRLLGESPPMRALRNQIGKLAR 154
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VNCAGAIQPSTKDEL IMESEFLFGHVKKGASFTGAAITVETQEDRKQGAILAIFELQSAADEHSGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 SQAPVYISGESGSGKELVARSIHELGPRSNKPFMPVNCGAIQKELMESELFGHKKGAFTGAVQDKQGIFQAAEGGTLFLD 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 EVADLPLDMQVKLLRAIQEKAVRPVGAEAEISTDVRILCATHKNLEELVQKGDFRQDLFYRLNVIQLAVPPLRDRADDVE 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQ..M.......SA 382
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 VLAKHVLKKIIGPDETPP.KLDKSAINALKQYSFPGNVRELENILERAYTLCEEDVIKESDLLLSDSP......QLTASN 388
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP......GASQEG 388
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 PINRALPLAHENKVSVHEIFPLWMT..EKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER..... 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALN.......................MTHWNRTLAAKKLGMTFRSL 456
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 SNNG..SLNHYRQSQQHDSMDDYLAEIEKEILYDALA.......................NARWNKTLAAKNLGISFRSL 443
NTDB id 1473 PAKAF RS24000 WP 003094694.1 A..........ASLSEIDNLEDYLEDIERKLIMQALE.......................ETRWNRTAAAQRLGLTFRSM 435
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ................. 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RYRLKKFGLDTETEQEV 473
NTDB id 1021436 AB1S68 RS07905 WP 280947862.1 RYRLAKLGLDDDED... 457
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RYRLKKLGID....... 445
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